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Organic amendments drive bacterial and fungal soil microbiomes over time
in a subtropical banana agroecosystem
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Microbial community structure was strongly shaped Amendment effects on
by amendment type and soil properties (Fig. 3). . . . . - :
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to high EC and low pH Organic amendments significantly influenced
* Cow manure and compost-based amendments  microbial diversity patterns (Fig.2). Differential abundance analysis revealed amendment-
were associated with organic matter and  PBacterial richness increased in amended soils specific microbial responses (Fig, 4).
hutrients (especially cow manure and compost). Diversity * Chicken manure showed the strongest effect, with
* Bacterial communities  showed  stronger showed clear temporal dynamics many reduced taxa
responses to soil gradients, while fungal * Fungal richness was highest in the control and e Cow manure and compost-based amendments
communities presented moderate patterns. lowest under chicken manure. The diversity was promoted enrichment of specific groups
mainly driven by amendment type, with limited * Amendment type selectively promotes or suppresses
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