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Sevces Expoc
postulatation -genes
Plot
ID__|[Varietylcross Selection no.

8 Amy*Stava*Vinjet 10 0 8
17 Amy*Stava*Vinjet 19 0 8
9  Amy*Stava*Vinjet 11 i 8
10 Amy*Stava*Vinjet 12 [ 8
13 Amy*Stava*Vinjet 5 7 8
15 Amy*Stava*Vinjet 7 7 8
24 Amy*Stava*Vinjet 26 7 8
38 | Amy*Stava*Vinjet 40 7 hetera B

40 |Amy*Stava'Vinjet 42 7 8 |:
1 |Amy*Stava*Vinjet 3 8 8
2 Amy*Stava*Vinjet 4 8 8
3 Amy*Stava*Vinjet 5 a8 8
4 Amy*Stava*Vinjet 6 a8 8
5 Amy*Stava*Vinjet 7 a 8
6 Amy*Stava*Vinjet 8 a 8
7 Amy*Stava*Vinjet E] 8 8
11  Amy*Stava*Vinjet 13 a 8
12 Amy*Stava*Vinjet 14 8 8
14 |Amy*Stava*Vinjet 16 8 8
16 |Amy*Stava*Vinjet 18 8 8
18 |Amy*Stava*Vinjet 20 8 8
19 |Amy*Stava*Vinjet 21 8 8
20 Amy*Stava*Vinjet 22 a8 8
21 Amy*Stava*Vinjet 23 a8 8
22 Amy*Stava*Vinjet 24 a 8
23 Amy*Stava*Vinjet 25 a 8
25 Amy*Stava*Vinjet 27 a 8
26 Amy*Stava*Vinjet 28 a 8
27 Amy*Stava*Vinjet 29 a8 8
28 | Amy*Stava*Vinjet 30 8 8
29 | Amy*Stava*Vinjet 31 8 8
30 |Amy*Stava*Vinjet 32 8 8
31 |Amy*Stava*Vinjet 33 8 8
32 Amy*Stava*Vinjet 34 a8 8
33 Amy*Stava*Vinjet 35 a8 8
34 Amy*Stava*Vinjet 36 a 8
35  Amy*Stava*Vinjet 37 a 8
36 Amy*Stava*Vinjet a8 a 8
37 Amy*Stava*Vinjet 39 8 hetero B
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ID  Mariety/cross Selection no.
75 |Stava*Vinjet*CH BA 0
69  Stava*Vinjet'CH 2 7 hetero
74 Stava*Vinjet*CH EELE 7 hetero
76 Stava*Vinjet'CH 4 7
78 | Stava*Vinjet*CH 11 7
80 Stava*Vinjet*CH 13 7 hetero
84  Stava*Vinjet*CH 17 7
89 Stava*Vinjet*CH 22 7
90 | Stava*Vinjet*CH 24 7
91 |Stava*Vinjet*CH 25 7
92 | Stava*Vinjet*CH 27 7 hetero
95 |Stava*Vinjet*CH 30 7
97 Stava*Vinjet*CH 32 7
68 |Stava*Vinjet*CH 1 B hetero
70 Stava*Vinjet'CH 3 B hetero
71 |Stava*Vinjet*CH 4 8
72  Stava*Vinjet*CH f B
73 Stava*Vinjet*CH 7 8
77 Stava*Vinjet*CH 10 B
79 Stava*Vinjet*CH 12 8
81 Stava*\injet*CH 14 8
82 [Stava*Vinjet'CH 15 -
83 |Stava*Vinjet'CH 16 B
85 Stava*Vinjet*CH 18 B hetero
86 |Stava*Vinjet"CH 19 B
87 Stava*Vinjet*CH 20 8
88 |Stava*Vinjet"CH 21 B
93 | Stava*Vinjet*CH 28 8
94 Stava*Vinjet*CH 28 8
96 | Stava*Vinjet*CH 31 8 hetero
98 | Stava*Vinjet*CH 33 8
99 | Stava*Vinjet*CH 34 8
100 'Stava*Vinjet*CH 35 B
101 Stava*Vinjet*CH 36 B
102 'Stava*Vinjet*CH 37 B
103 'Stava*Viniet*CH 38 8
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44 |¥eWes 7B 7 hetero 7 10
42 |¥eWes 5B 7 7 10
45 |¥eWes 70 i 7 10
43 XeWes TA 7 hetero 7 10
41 |¥eWes 54, 10 7 7 10
46 |¥eWes 10 10 7 7 10
47  |¥eWes 15 10 7 7 10
48 |¥eWes 19 10 7 7 10
49 |¥eWes 21 10 7 7 10
50 | XeWes 24 10 7 7 10
51 |XeWes 25 10 7 7 10
52 |XeWes 27 10 7 7 10
53  |XeWes 28 10 7 7 10
54 [ ¥eWes 31 10 7 7 10
55 |XeWes 32 10 7 7 10
56 | XeWes 35 10 7 7 10
57  |XeWes 36 10 7 7 10
58  XeWes 30 10 7 7 10
59 |XeWes 40 10 7 7 10
60 |XeWes 41 10 7 7 10
61 |XeWes 45 10 7 7 10
62 |XeWes 46 10 7 7 10
63 |XeWes 51 10 7 7 10
64 | ¥eWes 52 10 7 7 10
65 |XeWes 54 10 7 7 10
66 | XeWes 56 10 7 7 10
67 |XeWes 57 10 7 7 10
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et Expece
postulatation -genes
Variety/cross Selection no.
cpP*119 7B [1] hetero 11 5
CcP*118 3B purpur 3 hetero 11 5
CP*118 1 purpur 5 hetero 11 5
cCP*119 11 5 hetero 11 5
cpP*118 10B 5 hetero 11 5
cpP*119 10A 5 hetero 11 5
cpP*1148 g 5 hetero 11 | &
cpP*119 8 ] hetero 11 5
cpP*1148 TA 5 hetera 11 | &
cP*118 6B 5 hetero 11 5
cCP*119 BA 5 11 5
cpP*118 4 3 11 ' 5
CcP*118 34 purpur 11 & hetero 11 5
CPp*119 2 purpur 11 5 hetero 11 5
cpP*119 5 11 5 hetero 11 5
cpP*1148 3 11 5 11 | &
cpP*119 2B 11 & 11 | &
CcP*118 2A 11 & 11 | &
cpP*118 1 11 5 hetero 11 5
cCP*119 6C 11 11 5
CP*119 20purpur ? 11 | &
Xe*l19 5A 7 7 hetero 1 7
Xe*lla 5B 7 7 hetero 1 | 7
Xe*l19 7 11 | 7 1 | 7
Xe*lla 5 11 | 7 1 | 7
Xe*119 3 11 | 7 1 | 7
Xe*ll9 2 11 | 7 1 | 7
Torkis*119 28 2 hetero 11
Skotte*098 21 11 2 hetero 11 2
Skntte*98 0 11 2 11 2
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1597 Q*CharD*Bt 12 1| 7 1
1598 Q*CharD*Bt 11 1 | 7 11
1605 O*CharD*Et 4 1 7 1
1589 O*CharD'Btll 10 7 11

1600 Q*CharD*Bt
1601 |Q*CharD*Bt
1602 |Q*CharD*Bt
1603 |Q*CharD*Bt
1604 |Q*CharD*Bt
1606 O*CharD*Btll
1607 QrCharD*Bt11
1608 [Q*CharD*Bt1l

| | ] ) | ] ) | |
=
=

| ra)ea|en|on || oo |w
]




BT11

a n d BI | BI | BI VI-£ VL VrL VI-o V-3 (VI-DUIL | VI-U | VI-LE | BD | BI
Reviced
Bt-gene %);pe;"fa{;
B t I 2 postulatation 9
Plot
IO Variety/cross Selé

1733 TarBlue*119 lyse (Serie A) 1 1 7
1735 TarBlue*119 lyse (Serie A) 3 1 7 11 | 2
1736 TarBlue*119 lyse (Serie A) 4 1 7 ' 11 | 2
1738 TarBlue*119 lyse (Serie A) G 1 7 hetero 10,7 125 11 2
1739 TarBlue*110 lyse (Serie A) 7 1 7 hetero 273 118 11 2
1740 TarBlue*110 lyse (Serie A) 8 1 7 16,7 189 11 7
1742 TarBlue*110 lyse (Serie A) 11 ] 1 [ hetero 364 333 11 2
1743 TarBlue*119 lyse (Serie A) 12 1 7 hetero 211 194 a3 11 2
1745 TarBlue*119 lyse (Serie Al 14 | 1 7 10,7 143 250 1 | 2
1748 TarBlue*119 lyse (Serie A) 18 1 T hetero 6,3 1256 a3 11 2
1749 TarBlue*119 lyse (Serie A) 10 1 7 hetero 6.3 13,0 11 2
1750 TarBlue*119 lyse (Serie A) 20 1 7 hetero 28,6 11 | 2
1751 TarBlue*110 lyse (Serie A) 22 1 7 hetero 333 333 11 2
1753 TarBlue*110 lyse (Serie A) 24| 1 [ hetero 9,1 455  A44 11 [ 2
1756 TarBlue*119 lyse (Serie Al 27| 1 7 48 16.7 16,7 11 2
1729 Tirkis*554008 17A] 2 + 11
1731 Turkis*554008 20 2 + 11
1732 Turkis*554008 21 2 11
1726 Tiirkis*554008 1| 2 hetero 11
1727 Turkis*554008 10 2 hetero 11
1728 Tirkis*554008 12A] 2 11
1730 Turkis*554008 19 2 11
1737 TarBlue*110 lyse (Serie Al 5 2 7 12 | 2
1746 TarBlue*119 lyse (Serie A) 15 | 2 7 hetero 1z 2
1748 TarBlue*110 lyse (Serie A) 17 2 7 17 | 2
1752 TarBlue*119 lyse (Serie A) 23| 2 7 hetero 1z 2
1755 TarBlue*119 lyse (Serie Al 26| 2 7 17 | 2
1734 TarBlue*119 lyse (Serie A) 2 2 7 12 | 2
1741 TarBlue*119 lyse (Serie A) 1wl 2 7 hetera 17 2
1747 TarBlue*110 lyse (Serie A) 16 2 7 hetero 12 | 2
1754 TarBlue*119 lyse (Serie A) 25 | 2 7 hetero 1z 2
1744 TarBlue*119 lyse (Serie A) 13| 12 7 hetero 17 [ 7
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182 Skotte*554106 12 1] 1z 2
187 |Skotte*554106 1B o] hetero 12 2
184 |Skotte*554106 4B 7 2 hetero 12 2
183 |Skotte*554106 4B(2) 2 hetero 12 2
186 |Skotte*554106 2B 1] 12 2
185 |Skotte*554106 3B 12 2 12 2
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Plot 7 P
ID__ Variety/cross Selection no.
1539 |S*Th*Cia purpur 10C [1] 7
1524 SegorThule-lll*Ciaveza 27 7 7
1525 SegorThule-lll*Ciaveza 26 7 7
1527 Segor'Thule-ll*Ciaveza 23 T 7
1528 SeqgorThule-lI*Ciaveza 22 7 hetero 7
1530 SegorThule-liCiaveza 20 7 7
1531 SegorThule-lll*Ciaveza 19 7 7
1534 SegorThule-ll*Ciaveza |16 7 7
1536 |Segor Thule-llFCiaveza 13 7 !
1537 SegorThule-lll*Ciaveza 12 7 7
1538 Seqor*Thule-l*Ciaveza 11 7 7
1543 SegorThule-ll*Ciaveza 5 7 7
1532 |SegorThule-ll*Ciaveza 18 13 | 7 hetero 7
1526 SegorThule-lll*Ciaveza 24 13 hetero 7
1529 Segor'Thule-lll*Ciaveza 21 13 7
1533 SegorThule-l*Ciaveza 17 13 7
1535 SegorThule-lll*Ciaveza 14 13 hetero 7
1540 [S*Th*Cia harde 10B 13 7
1541 S5*Th*Cia blade 10A 13 7
1542 SegorThule-ll*Ciaveza B 13 7
1544 Segor'Thule-l*Ciaveza 4 13 7
1545 SegorThule-lll*Ciaveza 3 13 7
1546 Segor'Thule-l*Ciaveza 2 13 7
1547 [Segor Thule-l"Ciaveza 1 13 !
Bt [ Bt [ Bi V-2 VTLU VTZ V-5 V-3 [Vr-DOOT | Vi-U Bt Bt | Bi
Revces copecc
postulatation “genes
Plot
ID__ Variety/cross Selection no.
1624 Thule llI* Tarso selektioner 13

1625 Thule llI* Tarso selektioner
1628 Thule llI* Tarso selektioner
1626 Thule llI* Tarso selektioner
1621 Thule llI* Tarso selektioner
1622 Thule llI* Tarso selektioner
1623 Thule llI* Tarso selektioner
1627 Thule llI* Tarso selektioner
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1550 CCP27*Ciaveza 24
1552 CCP27*Ciaveza 22
1554 CCP27*Ciaveza 19
1561 CCP27*Ciaveza 5
1575 CCP26*Ciaveza 6
1564 CcCcpar

1584 CCP7*'Ciaveza 4
1560 [CCP27*Ciaveza 10
1551 CCP27*Ciaveza 23
1559 CCP27*Ciaveza 11

1562 CCP27*Ciaveza 3
1556 CCP27'Ciaveza 15
1553 CCP27*Ciaveza 21

1558 CCP27*Ciaveza 13

1563 CCP27*Ciaveza 1
1555 CCP27*Ciaveza 16
1549 CCP27*Ciaveza 26
1576 CCP26'Ciaveza

1582 CCP7*'Ciaveza

1583 CCP7*'Ciaveza

1586 CCP7*'Ciaveza

1578 CCP26*Ciaveza

1574 CCP26*Ciaveza

1548 CCP27*Ciaveza

1571 CCP26*Ciaveza

1577 CCP26*Ciaveza

1573 CCP26*Ciaveza

1580 CCP26*Ciaveza

1566 CCP26*Ciaveza

1587 CCP7*Ciaveza

1568 CCP26*Ciaveza

1581 CCP7*'Ciaveza

1585 CCP7*'Ciaveza

1579 CCP26*Ciaveza

1557 CCP27*Ciaveza

1569 CCP26*Ciaveza

1565 CCP26*Ciaveza

1572 CCP26*Ciaveza

hetero

hetero

hetero
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1646 |PenOch M228 2 +
1647 PenQch-8 M227 2 +
1649 HuBut-5 M225 2 + hetero
1650 HuBut-3 M223 2 | +
1651 CurHus M210 2
1639 [ArDch M323 2
1652 ArQOch M218 2 hetero
1644 ArQch M230 2
1640 HusPen 5 M236 4 2
1655 FoHus 13 4 2
1656 FoHus 12 4 2
1657 FoHus 11D 4 2 hetero
1658 FoHus 11C 4 2 hetero
1659 FoHus 11B 4 2
1660 FoHus 114 4 2 hetero
1661 FoHus B10 4 2
1662 FoHus 10 4 2
1663 FoHus B9A 4 2
1664 FoHus BA 4 2
1665 FoHus 8 4 2
1666 FoHus B7 4 2
1667 FoHus 5 4 2 hetero
1668 FoHus B9 4 2 hetero
1669 FoHus B4 4 2 hetero
1670 FoHus B3 4 2
1671 FoHus B2 4 2
1672 FoHus Bl 4 2
1673 HuBut-5 M225 4 2
1674 HuBut-1 4 2
1642 CCP26-2 M233 4 hetera
1643 [HuBut M232 4
1653 HusPen-5 M216 4 hetero
1654 HusPen M213 4
1675 Huslop 4
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1706
1714
1720
1696
1697
1698
1699
1700
1701
1702
1703
1704
1705
1707
1708
1709
1710
1711
1712
1713
1715
1716
1717
1718
1718
1721
1722
1723
1724
1725

Chile 17 Amy*CH13762*Skagen -15

Chile 17 Amy*CH13762*Skagen -23

Chile 17 Amy*CH13762*Skagen -31

Chile 17 Amy*CH13762*Skagen -

Chile 17 Amy*CH13762*Skagen -

Chile 17 Amy*CHI13762*Skagen -

Chile 17 Amy*CHI13762*Skagen -

Chile 17 Amy*CH13762*Skagen -

Chile 17 Amy*CH13762*Skanen -

Chile 17 Amy*CHI13762*Skagen -

Chile 17 Amy*CH13762*Skagen -

00 | 00 [l [ | [ [ P [

Chile 17 Amy*CH13762*Skagen -

Chile 17 Amy*CH13762*Skanen -14

Chile 17 Amy*CH13762*Skaoen -16

Chile 17 Amy*CH13762*Skagen -17

Chile 17 Amy*CH13762*Skanen -18

Chile 17 Amy*CH13762*Skanen -19

Chile 17 Amy*CH13762*Skagen -20

Chile 17 Amy*CH13762*Skagen -21

Chile 17 Amy*CH13762*Skagen -22
Chile 17 Amy*CH13762*Skagen -24

Chile 17 Amy*CH13762*Skagen -26

Chile 17 Amy*CH13762*Skanen -27

Chile 17 Amy*CH13762*Skanen -28

Chile 17 Amy*CH13762*Skagen -29

Chile 17 Amy*CH13762*Skanen -35

Chile 17 Amy*CH13762*Skanen -36

Chile 17 Amy*CH13762*Skagen -37

Chile 17 Amy*CH13762*Skagen -38

Chile 17 Amy*CH13762*Skaoen -41
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4036 RIL-2 (Pi554-102) 9 2 T hetero 7
4037 RIL-2 (Pi554-102) 9 2 + 2
4038 RIL-2 (Pi554-102) 8 2 + 2
4039 RIL-2 (Pi554-102) 7 2 + 2
4040 RIL-2 (Pi554-102) 6 2 + hetero 2
4041 RIL-2 (Pi554-102) 5 2 + 2
4042 RIL-2 (Pi554-102) 4 2 + 2
4043 RIL-2 (Pi554-102) 3 2 + 2
4044 RIL-2 (Pi554-102) 2 2 + 2
4045 RIL-2 (Pi554-102) 1 2 + 2
4046 RIL-12 (Pi554-106) 14 2 + 2
4060 RIL-D 3] 0 5 [ 2
4065 RIL-D 8|2 5 5 | 2
4067 RIL-O 3] 2 5 5 2
4061 RIL-O 12] 2 hetero 5 2
4062 RIL-O 11 2 324 5 2
4063 RIL-Q 10 2 214 5 2
4064 RIL-Q 9 2 11,8 5 2
4066 RIL-O 7 2 9.1 375 41,2 5 2
4068 RIL-O 5 | 2 118 429 455 5 | 2
4071 RIL.D 2 | 2 111 5 | 2
4072 RIL.D 1| 2 9,1 5 | 2
4070 RIL-D 3|5 5 | 2
4069 RIL-D 4| 5 5 | 2
4050 RIL-12 [Pi554-106) 0] 0 hetero 12
4051 RIL-12 (Pi554-106) 9 0 12
4052 RIL-12 [Pi554-106) ] 0 12
4055 RIL-12 (Pi554-106) 5 0 hetero 12
4059 RIL-12 (Pi554-106) 1 2 z |4 12
4057 RIL-12 (Pi554-106) 3 7 12
4047 RIL-12 (Pi554-1086) 13 ] 12 12
4048 RIL-12 (Pi554-1086) 12 | 12 hetero 12
4049 RIL-12 (Pi554-1086) 11 ] 12 12
4053 RIC1Z (P554-106) 7 | 12 12
4054 RIL-12 (Pi554-106) B 12 12
4056 RIL-12 (PI554-106) 4 | 12 12
4058 RIL-12 [Pi554-106) 2 12 12
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Bt-gene
postulatation
Variety/cross Selection no.
RIL-14 /Erythrospermun) 2 14
RIL-14 /Erythrospermun) 1 14
RIL-8 16 0
RIL-8 15 0
RIL-8 14 0
RIL-8 11 0
RIL-8 10 0
RIL-8 8 0
RIL-8 7 0
RIL-8 G 0
RIL-8 4 0
RIL-8 3 0
RIL-8 17 8
RIL-8 13 8
RIL-8 12 8
RIL-8 g9 8
RIL-8 5 8
RIL-8 2 a
RIL-8 1 a
RIL-Z 14 0
RIL-Z 7 0
RIL-Z 3 0
RIL-Z 2 0
RIL-Z 13 z
RIL-Z 12 z
RIL-Z 11 z
RIL-Z 10 z
RIL-Z g9 z
RIL-Z 8 z
RIL-Z G z
RIL-Z 5 z
RIL-Z 4 z
RIL-Z 1 z

Wr-3

18,6
28,6
21,1

Vr-DOT | Vr-0

18,6
9,1

11,8
79

18,9
13,5

40,0
7.9
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Bt Bt
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Bt-genes
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Bt Bt Bt V-2 Wl Ve Wr-5 V-3 Vr-DOT | Wr-0 Vr-13 Bt Bt
Reviced Expected
B-gene Bt-genes
postulatation E
‘ariety/cross Selection no.
EIL-P 20 P =]
EIL-P 14 P F
RIL-P 17 P =)
RIL-P 16 P P
RIL-P 13 P P
RIL-P L] P P
RIL-P i P P
RIL-P 5 P P
RIL-P 4 P P
RIL-P 3 P hetero P
RIL-P 2 P =
RIL-P 1 P P
RIL-P 11 P hetero P
RIL-P 18 P P
RIL-P 21 P P
EIL-P 22 P P
EIL-P g P F
RIL-P 10 P hetero P
RIL-P 15 P =
RIL-P 14 b P
RIL-P 7 5 P
RIL-P 12 5 P
RIL-P 23 5 P
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-gene Bi-genes
postulatation

Plot
ID__Vanetyicross Selection no.
4210 [DZWOTL0k (Fritop) Bi-10 16 | + z
4211 |KACHERLLIEL 1D Bi-10 o 10
4758 |DEWLS0Ze Stava, Bz, Bi7| 7 + ] 9 z
4213 |DFNOELLD Stava Bz Bt7| & | 9 L] 9
4220 |DZw1s03k2 Stava, BT & ] & 9
4271 |DZw1s0sh Siava, BiT & 9 & 9
4227 |DEWLS0EgE Stava, BIT & 9 & 9
4223 |DEWLS03gL Stava, BiT ] 9 & 9
4224 (DZWLS0ET Stava, BiT ] 9 & 9
4225 [DZW1SD1al Stava, Bz B7| & | 9 8 1 9
4254 |DZWLS0ZT4 Stava Biz, Bt7] & 9 |z -] |z
4255 |DZWLSD23 Stava, Biz, Bi7| 8 a9 z & ] z
4256 |DZWLSD2Z Stava, Biz, 17| & a9 z & ] z
4257 |DAW1S021 Stava, Bz, Bi7r| & ] z & 9 z
4259 |DEW1S0Zcl Stava, Biz, BiT| & 9 z & 9 z
4260 |DZWLS02D Stava, Bz Bi7] & | 9 [z 8 8 |z
4251 (DZW1S06hL B1ll 11 11
4252 |DEWL1SDEaZ B1ll 11 11
4253 |DZWL1SDEal Bill 11 11
4212 |DS7250-2 LNk + ?
4244 [DRW1S1ZpZ Bt-z, BI-T 5 z 7
4246 |DEWLSL12m Bt-z, B1-T 5 z T
4249 |DFZW1S12d B1-z. B1-T 7 z z T
4214 |DEWLITIZC Bi-z. Bt-T 16 z T
4215 |DEWL1ZTa Bi-z, Bi-T 16 z T
4216 |DEW1SZ2s2 Bi-z, Bt-T 16 z T
4217 |DEW1SZ2s1 Bi-z, Bt-T 16 z T
4218 |DEWLSZIp2 Bi-z, Bt-T 16 z T
4234 |DZWLS1SC Bt-z, Bt-T 16 z T
4235 |[DZW1515hd Bt-z, Bi-T 16 z T
4236 |DZW1S15h2 B1-z. B1-T 16 z T
4242 |DZW1S14b B1-z. B1-T 16 z T
4219 |DEW1SZZal Bt-z, B1-T 16 T z T
4226 |DEW1S1Tg Bi-z, Bi-T 16 T z T
4227 (DZWLSL1Th Bi-z, Bt-T 16 T z T
4228 (DZWLSLT Bi-z, Bt-T 16 T z T
4229 |DEW1S17al Bi-z, Bt-T 16 T z T
4237 [DZW1S15hl Bt-z, Bt-T 16 T z T
4230 |DZWLSL16f Bt-z, Bi-T 16 T + z T
4231 |DEW1SLEe Bt-z, B1-T 16 T + z T
4232 |DEWIS1EcL Bt-z, B1-T 16 T + z T
4233 |DZWIS16aL Brz, B17 6 |7 |+ e
4238 |DEWLSL5a Bi-z, Bt-T 16 T + z T
42309 |DZWLSldcdl Bi-z, Bi-T 16 T + z T
4240 |DEWLS14cZl Bt-z, Bi-T 16 T + z T
4241 |DEW1SL4cl B1-Z, B1-T 16 T + z T
4243 |DEW1S12ql Bt-z, B1-T 16 T + z T
4245 |DEW1S12pl Bt-z, B1-T 16 T + z T
4247 |DEW1S12g Bi-z, Bi-T 16 T + z T
4248 |DZwlsL Bi-z. Bi-T 16 T + z T
4250 |DEWLS12c Bi-z, Bt-T 16 T + z T




Dottenfelder Hof

Bt Bt | Bt

Reviced
Bt-gene

postulatation
Plot
ID  Variety/cross Selection no.

4352 Turkis
4334 | HSi2016-431 BSAneu

4356 Curier
4354 |Castado
4344 |Spontan

4347 'WPB Calgary
4338 HSi1010-12

4339 HSi186-13
t 4343 |Bosporus
4345 Apostel

4349 Genius

4330 H5i2018-19
4331 H5i2018-1
4332 |Brandex
4333 Liocharls

4336 HsifB4-11

4337 |H5i1004-12

4346 Retro
Btll 4348 Sailor

4357 |Thomaro

4353 |Privileg

4350 |Moskovskaja 56

4351 Moskovskaja 39

4335 HSi2016-300 BSA WW 6402
4340 HSiE26-11

4341 Hsif94-11

4342 |Hsilo07-12
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-evolution and optimization of wheat population
diversity for tolerance to common bunt

-pathogen co

Crop




Pure lines infected with single races

race percent
infection

Vr5 Starke NIL Bt5 46,4

Vrl0 Starke NIL Bt10 47,8

Vr2 Starke NIL Btl 47,1

Vrio Starke NIL Btl Unexpected infection - 234

Vr5 Starke NIL Bt1 0,0

Vr5 Promesse Bt5 lower infection than expected _

Vrl0 Promesse Bt5 0,0

Vr2 Promesse Bt5 Unexpected infection _

Vr2 Starke NIL Bt5 0,0

Vrl0 Starke NIL Bt5 0,0

Vr5 Starke NIL Bt10 0,0

Vr2 Starke NIL Bt10 0,0

Vr5 Magnifik Bt8 0,0

Vrl0 Magnifik Bt8 0,0

Vr2 Magnifik Bt8 0,0

Vr5 Pi554121 Bt3 0,0

Vrl0 Pi554121 Bt3 0,0

Vr2 Pi554121 Bt3 0,0




race

Vrl0
Vrl0
Vrl0
Vrl0
Vrl0
Vrl0
Vrl0
Vr2
Vr2
Vr2
Vr2
Vr2
Vr2
Vr2
Vr2
Vr2
Vr2+10
Vr2+5
Vr2+5+10
Vr5
Vr5
Vr5
Vr5
Vr5
Vr5
Vr5
Vr5
Vr5
Vr5+10
Vrl0
Vrl0

Variety/mixture

NIL 1+10

NIL 1+5

NIL 1+5+10
NIL 1+5+10+6

NIL 1+5+10+6+9+Promesse+Magnifik+Pi554121

NIL 1+5+10+9

NIL 5+10

NIL 1+10

NIL 1+5

NIL 1+5+10

NIL 1+5+10+6

NIL 1+5+10+6+9+Promesse

NIL 1+5+10+6+9+Promesse

NIL 1+5+10+6+9+Promesse+Magnifik
NIL 1+5+10+6+9+Promesse+Magnifik

NIL 1+5+10+6+9+Promesse+Magnifik+Pi554121

NIL 1+5+10

NIL 1+5+10

NIL 1+5+10

NIL 1+10

NIL 1+5

NIL 1+5+10

NIL 1+5+10+6

NIL 1+5+10+6+9+Promesse

NIL 1+5+10+6+9+Promesse+Magnifik

NIL 1+5+10+6+9+Promesse+Magnifik+Pi554121

NIL 1+5+10+9

NIL 5+10

NIL 1+5+10

NIL 1+5+10+6+9+Promesse

NIL 1+5+10+6+9+Promesse+Magnifik

Number
of
Genes

NOWNDAMNANOORWNNWWWONNOOODDWNNNMODMWNDN

Unexpected infection

lower infection than expected

lower infection than expected

lower infection than expected

Expected
infection in the mixture
Actual based on the infections
Infection % in the components when
in the plot tested alone
15,0

10,0 15,7
6,1

7,4 11,8

8,0
12,3 15,7
6,1

16,4 15,7

6,5 6,7



race Variety/mixture

Wrlo MIL 1+10

Wrld MIL 5+10

Wrlo MIL 1+5+10

Wrlo MIL 1+5+10+6

10 MIL 1+5+8+10

W
Wrlo MIL 1+5+10+6+3+Promesse
Wrld MIL 1+5+10+6+3+Promesse+Magnifik+Picb4121

MIL 1+10

MIL 1+5

MIL 1+5+10

MIL 1+5+10+6

MIL 1+5+10+6+3+Promesse

MIL 1+5+10+6+9+Promesse-+Magnifik

MIL 1+5+10+6+3+Promesse+Magnifik+Pidb4121

MIL 1+5

MIL 1+5+10

MIL 1+5+10+6

MIL 1+5+10+9

MNIL 1+5+10+6+3+Promesse

MIL 1+5+10+6+3+Promesse-+Magnifik

SEFEERE SRRRRER

MIL 1+5+10+6+3+Promesse+Magnifik-+PisE4121

Wro+10  |MIL 1+5+10

Wr2+10  |MIL 1+5+10

Wr2+5 MIL 1+5+10

waesn ML 145410
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