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Abstract

The integrated project QualityLowInputFood (QLIF) aims to improve quality, ensure safety and reduce costs along the organic and “low input” food supply chains. Beside safety, freshness, general health benefits as well as nutritional value, one reason for consumers demanding organic foods are more tasty products (Bourn/Prescott 2002). Therefore it is important to evaluate how the sensory attributes such as taste, flavour and texture of fresh and processed products are influenced by the different management systems. For sensory evaluation, in crop year 2005  seven wheat samples were assessed by a trained sensory panel, each with 4 field replicates (in total = 28 samples). The wheat samples were processed to wholemeal bread and biscuits for evaluation. 

A descriptive panel (12 persons) was well trained according DIN 10967 as well as for quantitative descriptive analysis (QDA). This method enables to show a complete product profile with all sensory characteristics and their intensity in appearance, aroma, texture, mouthfeel and flavour attributes.

For wholemeal-bread, results in crop year 2005 showed no significant differences between the different farming systems. The influence of varieties were higher than farming management effects. The varieties “Paragon”, “Zebra” and “Fasan” were significant different to “Monsun” in texture attributes. 
Introduction

Beside safety, freshness, general health benefits as well as nutritional value, one reason for consumers demanding organic foods is a tastier product (Bourn/Prescott 2002).  Therefore, it is of particular importance to compare organic, low input and conventional management systems on farm (field trials) and their influence on the sensory product characterisation. Sensory methods can be classified into three categories (Busch-Stockfisch, 2003) with different requirements for the training of assessors (trained or untrained panellists). 
1. Discrimination tests allow distinguishing whether there is a difference in general, but without substantiating the differences in detail or quantifying intensities. 
2. Descriptive analysis method allows describing attributes of a product in detail and compares the intensities of these attributes from different products. 

3. Preference and acceptability tests allow reflecting relative degrees of liking. The Quantitative Descriptive Analysis (QDA) was used in this evaluation. It is able to show a complete product profile with all sensory characteristics and their intensity in appearance, aroma, texture, mouth feel and flavour attributes. Under the guidance of a panel leader, a panel group consisting 10 – 12 persons developed a scorecard with a list of attributes which fully describes the products and definitions for each attribute. At the same time a ranking of attributes was done. At least the panellists learned to practice scoring along the intensity scale. The panellists were trained to be able to communicate precisely without subjective descriptions and to work consistent and reproducible (Stone & Sidel 2002).
Materials and Methods
The following samples were tested: from field trial at Nafferton Ecological Farming Group, Newcastle, UK, 7 wheat samples of different management systems (fertilizer/innoculum system) and varieties (see www.qlif.org) were send to Kassel University. There wholemeal-bread was processed according standard methods for grain and bread of the German Federal Research Institute for grain (1994) according standard method for wholemeal-bread. Biscuits were also processed on the basis of the standard method for short crust-biscuits, but the recipe had to be adapted to the special conditions of wholemeal (see qlif.org: WP 2.1.1 annual report 2006 effect of crop management practices on quality characteristics of wheat).
Bread and also biscuits were processed 14 hours before sensory training respectively sensory evaluation. Training and evaluation was organised according to following time schedule:
	time schedule
	wholemeal bread

crop 2005
	Wholemeal cookies

crop 2005

	general training

on wholemeal bread
	24.01.-03.02.06

6 sessions
	25.04.-05.05.06

6 sessions

	training with QLIF-samples with focus score training
	07.02.-23.03.06

15 sessions
	09.05.-01.06.06

15 sessions

	evaluation of QLIF-samples (max. 6 samples per session)
	28.03.-06.04.06

6 sessions
	06.06.-16.06.

6 sessions


1 session = 1,5 h-2 h/ generally 3 session per week 
Table 1: time schedule sensory evaluation of wholemeal bread- and biscuits
Training and evaluation were carried out according QDA-standards of Stone & Sidel (Stone, Sidel 1993).  For the description of wholemeal bread, 29 attributes had been selected, for biscuits the panellists described 24 attributes. The panellists were calibrated directly on the test samples. During data collection, panellists got at maximum of 6 product samples per session in a randomized design order (according to sensory computer software FIZZ, Biosystemes, France). The samples were served in booths, monadically (each panellist got the samples in different order). All data were quantified by ratings of perceived intensities, using an unstructured line scale with end-anchors and offset goal posts (e. g. from weak to strong). Experimental design was as follows:
1. Factorial: each level of a factor is matched with each level of others.

2. Replicated: samples were evaluated 4 times (= field replicates).

3. Repeated Measures: each panellist tasted each sample.

The experimental design yields a four-dimensional data matrix: panelist x attributes x samples x replicates. The data were analysed by “FIZZ” sensory software. Descriptive statistical measures were first calculated for all attributes using scores from panellists. Analysis of variance was performed on each attribute using a randomized block design for balanced data, with panellists as repeated measures. Where F-test indicated a significant difference between test treatments, differences was defined as P < 0,05.

Results
In crop year 2005, results of the sensory profiling show significant differences in appearance and texture attributes of wheat varieties for wholemeal bread. No significant differences could be found for wholemeal biscuits. 
The influence of varieties on sensory attributes was higher than farming management effects. 
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Paragon 

compost:yes

innocul.:yes

Zebra

compost:yes

innocul.:yes

Monsun

compost:yes

innocul.: no

Monsun

compost:no

innocul.:no

Monsun

compost:yes

innocul.:yes

Monsun

compost:no

innocul.:yes

Fasan

compost:yes

innocul.:yes

Comp. F Proba.

poresize 6,51 5,29 3,05 3,07 3,07 3,05 5,59 100,33<0,0001

group (*2) A B C C C C B ***

firmness (hand) 2,19 3,7 6,76 6,79 6,31 6,53 3,12 171,82<0,0001

group E C AB A B AB D ***

firmness (mouth) 2,57 3,51 5,62 5,92 5,55 6,11 3,41 92,75<0,0001

group C B A A A A B ***

dry (mouth) 5,42 4,79 3,88 3,81 3,66 3,4 5,06 27,16<0,0001

group A B C C C C AB ***

sticky (mouth) 6,17 5,41 4,3 4,77 4,31 4,26 5,52 24,65<0,0001

group A B C C C C B ***

grainy (mouth) 4,33 3,94 4,92 4,56 4,71 4,86 4,09 6,31 0,0217

group ABC C A ABC AB A BC *

Summary Factor: Product L.S.D. at 5% *   significant at 5 %/** significant at 1 % /*** significant at 0,1 %

*1: analysis of variance FIZZ-sensory software; mean (size 44 - 11 panelists x 4 field replicates)

*2: group: the difference between levels with same letter is not signficant.


Table 2: Variance analysis of texture attributes wholemeal-bread crop 2005
Overall, even with compost fertilisation, variety “Monsun” showed no sufficient baking qualities. The rising quality of “Paragon” was too strong, it was also too sticky. “Fasan” and “Zebra” had the best baking qualities.

[image: image2]
Figure 1: Product profile wholemeal bread of wheat variety “Monsun”,compare-son of different farming systems (mean values of panel group) from harvest 2005
In appearance, the varieties Paragon, Zebra and Fasan had a significant higher intensity of crust colour, due to a higher rising quality of the dough. This is also shown by a higher size of pores and a less firm. Most intensive in these attributes was the variety “Paragon”, followed by “Fasan” and “Zebra” with nearly same intensities. These varieties had also a more sticky and dry mothfeel in comparision to “Monsun”.
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Figure 2: Product profile wholemeal bread, comparison of different varieties (mean values of panel group) from harvest 2005 
Sensory profiles of wholemeal biscuits showed no significant differences in baking qualities and sensory profiling.

Discussion

The reported results are part of a three year comparison of wheat samples within the project QualityLowInputFood (harvest 2005, 2006 and 2007). The results of baking tests as well as the correlation of sensory analyses with data from chemical analyses will be done in autumn 2008. 
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sample list

		

				Bag Number		Variety		Field		Treatment

		1		15		1		A		2a

		2		19		2		A		2a

		3		21		3		A		1a

		4		22		3		A		1b

		5		23		3		A		2a

		6		24		3		A		2b

		7		27		4		A		2a

		8		43		1		B		2a

		9		47		2		B		2a

		10		49		3		B		1a

		11		50		3		B		1b

		12		51		3		B		2a

		13		52		3		B		2b

		14		55		4		B		2a

		15		71		1		C		2a

		16		75		2		C		2a

		17		77		3		C		1a

		18		78		3		C		1b

		19		79		3		C		2a

		20		80		3		C		2b

		21		83		4		C		2a

		22		97		1		D		2a

		23		101		2		D		2a

		24		103		3		D		1a

		25		104		3		D		1b

		26		105		3		D		2a

		27		106		3		D		2b

		28		109		4		D		2a





definition list

		

		DEFINTION LIST WHOLEMEAL BREAD

		Data evaluation 29. March – 6. April 2006-06-16

		AROMA

		Overall				intensity overall aroma (weak–strong)

		Wheat germ				intensity of wheat germ/sweet aroma; reference: dry wheat germ (weak-strong)

		Yeasty				intensity of a yeasty aroma, reference: yeast (weak-strong)

		Cereal				intensity of a typical cereal/jejunge aroma, e.g. as in porridge(weak-strong)

		Sour				intensity of a slight sour aroma, like fresh sour dough; reference:

						Wholemeal wheat/water (20 h in room temperature) (weak-strong)

		APPEARANCE CRUST

		Colour				total intensity from light to dark

		Surface				structure from smooth to wavy/

		APPEARANCE CRUMB

		Pores				size of pores (small-large)

		Colour				colour of crumb (light/golden-brown-dark/grew-brown)

		Structure				total impression of slice (pores even-pores uneven)

		TEXTURE CRUMB (by Hand)

		Elastic				elasticity of crust in the middle of slice/press with thumb

		Firm				texture from soft – firm

		TEXTURE CRUMB (mouth)

		Firm				when biting off (soft- firm)

		Dry				water content (dry/weak – strong)

		Sticky				from less sticky = crumbly to compact/sticky

		grainy				amount of grainy particles

		FLAVOUR CRUMB

		Overall				overall flavour (weak-strong)

		Cereal				intensity of a typical cereal/jejunge taste, e.g. as in porridge(weak-strong)

		sweet				Intensity of a sweet flavour (weak-strong)

		malty				intensitiy of a malty flavour; reference: Bavarian malt candy (weak-strong)

		yeasty				intensity of a yeasty flavour, strong yeasty = fermented (weak-strong)

		sour				intensity of a slight sour flavour (weak-strong)

		bitter				intensity of a bitter flavour

		off-Flavour				Intensity of a untypical flavour (not able to classify for panellists)

		AFTERTASTE

		Overall				overall aftertaste (weak-strong)

		Sweet				sweet aftertaste (weak-strong)

		Yeasty				yeasty aftertaste (weak-strong)

		Cereal				of a typical cereal/jejunge aftertaste, e.g. as in porridge(weak-strong)

		Sour				sour aftertaste (weak-strong)

		AFTERFEELING

		Allocating				allocating feeling on tongue (weak-strong)

		CRUST DEFINITIONS

		AROMA: roasty				roasty aroma (weak-strong)

		AROMA: malty				sweet-malty aroma; reference: Bavarian malt candy, dissolved in water

		FLAVOUR:roasty				roasty flavour (weak-strong)

		FLAVOUR malty:				intensitiy of a malty flavour; reference: Bavarian malt candy (weak-strong)

		FLAVOUR:bitter				intensity of a bitter flavour
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		A		1		4.14		4.14		6.66		6.3		1.71		6.21		5.4		5.76		7.56		7.56		1.26		7.02		3.87		5.67		7.83		7.29		5.4		7.83		4.41		5.67		0.99		0.99		1.35		0.9		4.41		6.12		4.59		0.99		0.99		1.98		7.92		2.43		8.01		1.71		6.57		2.79		2.79		3.96		3.6		0.9		6.57		6.48		7.2		7.11		6.84		1.44		7.02		1.26		5.76		7.11		6.39		3.78		3.78		1.71		5.94		4.32		0.9		0.99		0.9		6.21		3.87		5.94		0.99		0.81		1.08		7.47		4.05		5.58		2.79		3.96		5.4		5.49		2.61		5.49		1.89		2.16		5.49		5.85		3.33		3.42		6.84		5.4		3.96		2.7		3.42		3.15		4.5		3.78		5.94		4.59		2.61		1.35		3.33		0.9		2.88		4.05		2.97		1.17		0.9		5.49		5.85		3.78		5.85		2.25		3.42		5.85		2.07		7.11		2.25		0.9		1.71		2.52		4.05		4.77		5.13		7.74		5.67		6.21		4.68		5.13		3.33		5.49		4.23		5.67		1.62		1.44		3.6		2.34		3.6		5.76		3.24		2.52		5.76		0.9		5.4		2.88		6.03		2.61		6.12		2.16		7.11		1.98		6.57		3.78		1.08		3.06		5.58		6.84		3.15		5.58		3.24		5.76		1.35		1.98		6.57		6.03		6.39		6.39		3.24		6.21		0.9		3.6		4.23		0.9		5.49		4.32		5.67		0.99		0.99		2.52		5.67		5.76		4.41		2.97		1.53		4.59		6.48		1.62		5.94		0.99		4.59		3.96		2.7		3.06		5.13		7.65		4.68		5.58		2.61		4.23		1.8		5.13		5.31		3.24		7.38		1.08		3.51		3.78		0.9		6.39		4.14		4.14		4.05		0.99		3.06		5.31		3.42		1.71		6.39		1.62		5.13		6.75		1.71		6.03		0.9		4.68		1.8		1.98		5.76		6.21		2.7		6.93		1.71		5.13		2.7		2.61		4.5		5.49		1.35		3.87		0.99		0.9		1.8		0.9		5.67		5.67		1.35		0.99		0.9		4.05		5.94		3.42		4.32		1.89		1.89

		A		2		6.3		3.96		8.19		3.87		6.39		8.19		0.9		3.69		6.57		8.19		2.16		3.42		1.89		6.75		8.19		6.93		5.13		6.84		2.34		0.9		2.52		4.05		7.29		0.09		6.3		6.3		0.9		0.09		3.15		5.4		8.19		5.94		8.1		2.16		8.19		5.67		4.14		2.97		6.3		3.06		8.1		4.32		4.95		5.31		5.31		2.07		3.51		2.43		5.22		5.22		3.87		4.23		5.67		5.67		4.05		0.9		2.43		4.86		0		3.69		1.8		0.9		0.9		1.89		7.2		7.02		4.77		5.13		5.13		1.8		6.75		4.32		6.84		5.13		3.15		4.14		3.6		5.13		0.9		0.99		8.1		6.03		7.29		3.87		5.13		5.22		6.66		6.57		2.43		2.43		0.09		3.69		8.1		4.77		6.03		6.03		0.99		0.09		2.61		5.04		6.21		2.79		1.8		5.67		1.98		5.04		5.49		4.41		7.02		0.72		1.35		5.04		5.76		4.05		4.05		7.47		5.04		4.41		0.99		2.16		3.87		6.84		8.19		0.9		0.99		3.6		2.25		2.16		0.09		4.14		4.14		2.61		0.81		0.9		6.75		2.34		8.1		4.32		4.32		2.61		7.38		7.29		5.58		7.29		2.7		4.14		1.98		3.78		3.24		4.23		4.41		7.02		6.93		2.07		5.94		6.39		7.38		7.38		3.42		6.03		1.8		4.59		5.94		0.09		5.49		5.49		0.72		0.72		4.32		3.33		8.1		5.4		1.98		6.93		1.98		5.04		5.04		2.07		3.78		2.43		0.9		3.6		4.68		5.04		3.96		6.3		4.95		5.04		3.78		3.06		5.49		5.76		6.84		2.16		0.09		0		8.1		5.67		0.09		5.67		5.76		0.9		0		5.76		3.51		3.42		8.19		6.3		2.25		6.3		5.76		2.61		4.14		5.67		3.96		3.15		2.34		2.61		6.12		6.12		3.69		5.22		5.31		5.22		5.67		5.85		5.76		3.78		2.07		2.07		0.09		3.42		3.51		0		3.24		3.15		0.99		0.09		3.24		3.42		5.58		6.66		3.15		5.13		4.14

		A		3		6.48		2.88		3.06		5.76		4.77		6.12		1.71		3.6		6.66		5.94		2.34		3.51		1.62		2.43		2.79		1.98		5.04		3.6		1.89		2.34		2.16		2.43		1.35		1.08		1.98		1.98		2.07		1.71		2.16		3.15		5.04		3.42		4.86		2.97		3.69		6.12		5.31		3.42		5.67		2.52		5.31		3.24		5.4		4.23		2.34		3.51		5.13		3.51		3.96		4.23		2.97		5.13		3.6		3.78		4.68		3.06		2.43		0.99		0.9		4.5		3.15		4.95		2.79		2.25		3.78		3.78		5.04		3.42		5.76		0.99		6.21		5.04		3.15		6.12		5.04		4.41		6.21		6.03		1.89		1.89		7.56		2.7		6.84		6.12		6.57		3.96		6.12		5.22		3.78		3.33		2.97		4.59		0.99		0.9		5.04		4.68		3.6		2.7		3.24		4.41		3.15		4.41		2.7		3.15		0.99		6.75		5.13		4.23		3.51		5.58		2.25		2.16		3.69		4.59		3.06		6.12		3.87		6.66		4.86		5.49		4.14		5.67		3.6		3.87		3.06		3.15		2.7		0.9		0.99		4.5		3.33		5.04		3.69		2.34		4.77		2.43		4.05		1.98		2.52		0.9		6.39		4.68		4.95		6.12		4.59		4.32		4.68		3.87		4.05		2.88		7.02		2.61		4.77		4.14		4.5		3.51		4.77		4.86		2.79		3.69		4.77		2.52		0.99		0.9		5.04		3.87		4.68		3.87		1.98		4.32		2.97		5.22		2.88		3.33		0.9		6.93		4.23		3.96		6.57		5.31		3.96		5.49		5.67		3.6		3.33		6.03		2.61		6.3		3.87		5.58		4.32		5.94		5.49		3.78		3.33		2.97		4.23		0.99		6.21		5.22		4.41		3.33		3.6		3.06		3.15		3.06		3.87		2.88		2.97		0.9		6.39		3.69		3.69		5.58		3.96		5.13		3.51		3.24		3.78		5.04		3.42		5.31		3.06		3.42		3.78		2.97		5.04		4.68		4.05		3.15		3.51		2.7		0.99		0.9		3.96		3.06		4.23		2.61		1.08		3.87		2.61		3.51		2.7		3.51		2.25

		A		4		6.57		5.58		6.57		6.48		6.12		6.48		3.33		4.05		6.12		6.48		3.06		4.68		3.96		5.22		6.84		2.25		3.33		4.32		3.33		3.96		4.32		3.87		2.25		3.87		4.23		3.33		3.33		3.87		4.23		5.67		7.11		4.59		7.29		4.41		7.11		5.22		3.96		4.32		5.58		5.49		5.49		5.67		6.48		6.39		6.03		3.6		6.12		2.61		6.21		5.31		2.88		3.6		3.69		2.79		3.06		3.15		4.14		0.63		0.81		3.24		3.33		2.07		3.33		3.51		5.49		5.04		6.39		6.39		6.57		2.52		5.22		5.22		5.22		5.4		4.41		3.51		3.78		6.21		5.31		4.05		5.58		5.67		7.11		3.78		4.05		5.49		5.31		4.95		3.42		3.87		4.41		5.4		2.16		0.72		5.13		3.33		3.06		4.14		5.49		5.67		3.51		4.05		5.49		4.32		2.25		6.12		5.4		5.04		5.13		3.87		3.51		2.88		6.03		3.96		3.69		6.21		6.3		6.48		2.43		5.04		3.33		4.95		4.32		3.42		3.24		5.4		6.03		2.52		0.63		4.14		3.69		3.24		4.41		5.13		4.05		5.13		5.49		5.85		6.03		0.63		6.21		4.05		5.22		5.13		6.39		5.22		2.7		5.85		2.43		2.61		5.13		4.14		6.57		2.7		4.14		6.21		4.41		3.33		2.97		3.51		3.96		4.05		2.43		0.63		3.51		3.69		2.7		3.69		3.78		4.23		5.31		5.58		5.13		5.94		1.8		5.49		5.31		4.77		5.58		3.42		3.42		5.31		6.57		3.06		3.24		6.12		6.39		7.02		2.25		2.7		6.66		3.87		4.41		1.8		1.98		3.69		6.3		7.02		7.56		3.6		3.51		3.42		2.88		3.96		2.79		5.94		6.75		6.84		6.66		4.23		6.03		5.13		5.04		5.04		3.96		4.5		3.51		3.78		5.85		3.87		3.78		6.3		5.76		3.33		3.15		6.03		5.58		6.03		5.13		5.4		4.41		5.4		0.63		0.72		6.03		6.3		5.13		5.04		5.85		2.97		4.32		4.5		4.86		6.12		2.52

		A		5		3.6		3.42		4.59		3.87		5.58		7.65		6.21		5.85		7.2		6.39		1.71		5.13		1.98		3.96		5.76		6.39		5.31		6.3		5.13		0.99		2.43		4.77		3.96		1.17		3.15		4.86		6.48		1.89		3.06		6.03		7.74		3.42		6.66		1.8		5.22		4.77		5.85		4.68		5.22		5.22		5.49		1.98		5.22		6.84		5.31		1.62		7.11		1.62		5.4		6.75		2.25		2.07		4.5		5.4		1.71		1.17		3.51		2.16		0.9		5.31		6.21		6.03		1.98		5.85		5.49		7.2		5.13		4.86		3.69		1.08		4.59		5.67		1.71		4.05		4.41		1.35		3.06		3.6		2.61		2.88		6.39		6.12		2.16		3.24		4.77		5.31		3.6		7.11		2.7		3.15		1.44		3.15		1.62		1.98		6.03		5.94		3.24		2.43		5.22		3.24		5.31		4.32		4.5		1.98		1.8		5.94		5.94		3.96		2.79		3.06		2.07		3.33		3.78		1.98		1.71		6.48		6.3		6.3		3.96		1.71		5.76		3.42		7.02		4.86		3.42		4.14		1.35		3.96		0.9		5.94		4.32		2.88		2.25		5.76		3.42		5.49		3.42		2.16		1.53		2.61		3.42		5.76		5.04		4.05		3.69		4.59		5.4		5.85		1.71		1.26		6.21		6.21		6.3		3.51		6.39		5.13		5.67		6.48		4.32		1.8		1.53		3.96		0.9		0.9		6.21		3.33		4.77		3.6		4.59		2.61		5.85		3.69		5.13		3.24		3.06		5.67		5.94		4.14		1.8		3.06		5.13		4.32		4.59		2.16		3.87		5.67		5.4		3.78		2.52		1.62		6.03		2.34		6.3		4.23		3.33		2.34		4.32		0.9		0.9		3.33		6.57		3.69		1.53		5.22		1.98		5.58		5.49		3.33		1.98		1.17		4.41		6.57		5.49		5.94		1.26		6.21		3.33		6.39		3.78		3.42		2.61		3.33		5.85		1.8		6.66		3.24		6.3		7.29		5.04		2.52		1.35		5.31		2.7		1.26		5.94		3.42		5.85		1.53		5.85		5.49		4.95		5.49		6.3		1.89		2.43

		A		7		4.95		4.95		3.78		5.13		4.68		7.47		2.07		6.66		5.94		7.38		2.07		6.3		5.4		5.04		7.29		5.94		4.95		5.31		3.69		3.06		4.05		3.96		1.53		0.9		3.96		3.15		2.07		2.79		1.89		1.44		6.84		1.89		6.21		3.24		5.13		6.21		5.13		4.41		5.67		3.87		6.57		4.14		6.3		5.49		6.12		5.49		3.69		3.51		2.88		5.76		5.13		4.95		5.49		5.22		5.22		5.31		2.16		1.17		0.99		3.78		1.26		3.24		2.97		0.9		0.99		5.94		2.16		5.58		3.69		4.32		5.4		3.87		5.22		5.13		5.49		5.04		2.07		6.75		3.42		4.05		5.67		1.17		6.39		2.52		6.03		4.14		6.3		5.04		2.52		3.6		5.94		4.5		4.23		5.13		4.95		1.62		1.17		4.77		3.78		4.23		5.22		1.98		3.24		5.04		5.31		7.02		5.22		4.23		4.5		5.04		3.42		2.52		6.66		1.26		2.88		7.2		1.62		6.57		1.89		7.11		2.88		7.2		4.59		3.15		5.85		5.04		5.85		4.41		3.24		5.13		2.61		1.62		3.96		3.69		3.15		3.69		5.13		4.41		5.04		4.68		6.21		4.86		5.76		4.41		5.31		5.22		2.34		6.12		0.9		2.34		8.01		1.44		5.94		1.35		7.29		5.49		5.58		4.95		3.51		5.49		5.22		5.31		5.31		3.06		4.32		1.8		1.53		3.42		3.96		3.51		5.22		1.35		5.31		4.5		4.32		5.4		3.87		4.68		5.31		5.58		5.31		3.69		6.75		3.24		5.4		6.84		4.23		5.49		3.6		2.97		3.78		5.31		4.86		1.89		2.7		4.86		5.13		3.06		3.51		3.96		2.61		0.99		2.88		3.42		3.15		4.95		5.31		3.78		3.24		4.68		6.12		4.95		5.04		3.69		5.31		5.94		2.16		5.58		5.31		6.84		2.34		4.14		5.4		5.31		5.67		3.06		5.85		4.59		6.3		4.86		4.86		5.31		2.52		2.61		3.69		1.62		3.6		3.6		2.52		3.51		3.96		2.07		3.15		5.04		4.5

		A		8		4.68		3.42		2.25		4.68		3.42		4.77		4.86		3.33		5.49		5.49		1.71		6.93		1.8		4.95		4.05		3.15		3.06		3.15		2.25		0.99		1.17		2.97		2.61		0.81		2.52		2.43		1.89		1.8		2.7		5.49		4.68		3.87		5.4		4.68		5.31		5.58		5.04		3.24		4.68		4.23		5.94		4.95		3.96		4.95		4.95		1.98		7.02		1.89		5.85		5.67		2.97		3.42		3.42		4.68		2.16		1.26		3.06		2.16		0.81		2.61		1.8		2.7		1.44		2.16		3.51		5.58		5.4		5.58		5.04		4.05		6.03		2.97		2.34		5.22		5.13		2.43		3.33		4.5		2.79		3.6		3.78		5.94		3.78		3.87		3.6		4.77		5.58		5.22		3.6		2.79		1.53		4.86		4.86		2.61		4.14		4.41		1.62		2.7		4.23		3.69		2.25		4.86		3.15		4.23		3.42		5.49		3.6		3.24		6.12		5.04		3.42		4.05		5.22		2.43		2.61		6.12		3.87		5.94		3.87		4.59		3.69		4.86		4.77		3.96		3.51		2.25		5.04		3.06		0.81		4.86		3.78		2.79		1.44		5.04		5.67		3.87		5.04		3.42		3.69		3.15		5.31		4.68		2.88		5.22		4.41		4.59		3.96		4.14		3.69		3.6		4.14		5.94		3.69		4.14		4.41		4.59		4.59		4.14		5.31		2.25		1.26		3.51		1.71		0.9		4.05		3.69		3.87		2.79		4.23		3.24		3.96		4.23		2.7		4.32		2.43		6.66		2.97		2.25		6.21		5.76		5.85		3.51		6.57		4.95		5.22		4.77		7.02		4.05		2.88		4.41		6.3		6.03		5.58		2.61		1.53		1.35		4.86		4.95		7.65		4.23		3.15		2.34		1.35		4.23		5.04		6.21		5.04		6.03		4.68		5.31		4.41		3.24		1.8		3.96		2.61		5.67		3.78		5.04		6.48		5.76		1.53		6.57		1.71		5.76		5.13		4.95		3.42		2.88		3.51		1.98		0.9		1.26		1.26		0.72		2.7		1.71		1.35		0.9		1.08		3.06		6.21		3.06		4.68		3.33		1.53

		A		9		5.85		3.33		5.22		5.94		2.43		6.57		6.75		6.12		7.29		7.38		2.25		5.76		2.52		5.94		6.48		5.22		6.3		6.39		2.43		7.11		6.75		4.86		2.07		2.7		5.94		6.39		3.6		6.03		2.43		6.12		7.47		7.11		7.65		5.58		6.57		6.66		5.13		5.67		5.85		4.32		6.66		6.21		5.13		6.48		6.21		6.12		6.03		3.24		2.7		6.03		5.31		6.39		5.94		2.97		2.43		5.13		2.52		0.99		1.17		5.49		3.42		1.62		4.14		1.71		4.23		6.48		6.84		7.29		6.12		2.07		5.31		3.69		5.31		4.05		2.34		5.94		5.49		6.03		2.52		3.69		7.11		6.12		6.57		1.8		2.43		6.75		3.24		6.21		2.34		2.25		4.5		3.33		1.08		0.9		2.97		3.33		1.89		2.34		1.44		1.62		5.04		5.49		4.14		3.42		0.99		7.02		3.51		5.04		6.03		3.51		5.31		5.76		4.05		3.15		3.06		7.38		6.48		6.75		1.98		2.97		6.39		5.31		6.03		2.79		3.33		5.76		2.97		2.52		2.25		4.68		4.05		2.07		4.86		2.79		4.77		5.94		5.31		5.22		5.49		2.07		5.67		5.85		3.42		5.85		2.61		3.51		5.85		3.42		5.22		5.58		7.47		7.2		5.13		3.15		3.6		5.58		5.04		5.94		2.52		2.88		4.95		4.05		1.26		2.25		4.77		4.05		2.52		4.86		2.25		4.14		7.02		5.49		6.3		6.48		1.8		5.31		2.16		5.4		6.48		2.52		4.41		6.48		5.94		4.05		5.85		7.65		7.29		6.75		2.25		3.15		6.75		5.76		4.77		2.43		3.15		4.32		3.06		0.9		1.8		3.33		2.79		1.44		2.52		1.8		1.53		5.22		5.49		2.79		3.69		0.99		6.21		2.88		5.22		5.58		1.71		6.21		5.58		3.6		5.85		6.3		7.11		7.11		3.24		2.52		4.05		6.3		6.12		5.85		2.43		3.51		4.86		1.71		0.9		1.26		5.22		5.67		1.44		4.5		2.16		2.07		5.94		5.49		5.94		5.31		1.62

		A		10		7.29		1.98		6.03		6.48		5.13		7.65		5.76		2.88		7.2		3.78		1.35		6.84		1.08		5.13		6.75		3.87		5.31		4.5		2.52		2.97		5.04		4.05		1.98		1.08		5.13		3.06		1.26		3.51		3.6		5.31		7.38		2.16		8.01		1.8		4.32		6.03		2.88		6.57		4.5		5.94		7.29		3.96		2.25		4.77		6.21		3.33		5.85		2.88		5.31		3.42		2.79		4.32		4.86		1.44		2.43		3.78		4.5		3.24		1.62		5.49		3.96		1.53		5.31		4.59		3.69		7.29		3.15		6.75		4.14		3.06		5.49		4.23		5.13		4.59		3.51		6.93		6.21		6.12		4.41		3.15		6.75		2.52		3.24		6.48		1.98		4.95		5.76		5.22		2.97		1.8		4.41		5.85		2.34		4.68		5.85		4.86		1.44		4.59		5.31		3.96		5.58		4.86		3.78		4.86		2.88		7.11		2.7		5.22		3.87		7.02		2.34		5.4		5.49		3.15		3.87		6.48		3.24		5.67		7.11		6.12		1.44		6.57		4.14		2.52		1.35		3.06		5.58		3.96		5.31		5.58		4.59		1.26		2.52		5.67		6.75		4.41		3.33		4.14		4.77		3.78		7.2		2.25		4.95		4.77		6.39		3.42		2.25		4.05		3.24		3.87		5.49		4.86		5.58		5.31		3.6		5.13		5.85		5.4		1.98		2.79		4.23		6.39		2.7		0.9		5.31		4.23		1.17		1.35		5.58		3.51		4.5		6.12		3.15		5.94		1.8		7.38		1.71		5.49		4.68		6.93		5.04		2.97		4.41		3.15		3.87		6.3		2.7		4.23		3.06		3.24		2.52		4.59		3.15		3.51		2.52		4.23		3.42		3.78		6.21		5.31		2.97		2.25		4.68		4.05		7.02		6.12		5.4		6.48		3.42		4.77		6.75		2.97		3.33		4.14		6.84		7.29		2.88		1.8		5.22		4.77		3.6		7.29		3.06		6.66		4.14		2.61		6.03		3.69		5.49		3.96		4.68		3.24		0.99		0.9		5.58		1.98		4.14		5.04		2.7		3.87		7.47		2.97		5.49		3.15		4.86

		A		11		7.2		2.43		3.78		6.12		7.11		7.29		2.61		6.3		7.65		7.83		1.35		1.35		1.71		5.49		7.92		7.38		7.38		7.38		6.03		3.42		1.17		2.07		0.63		0.72		7.2		7.29		6.66		1.17		1.26		1.35		7.74		2.16		7.83		1.62		7.74		3.6		3.24		1.17		3.78		1.98		5.67		3.06		1.62		6.66		7.74		1.26		0.99		6.48		6.93		5.85		3.33		7.11		7.11		6.66		4.86		1.53		2.16		0.63		0.63		5.49		4.68		5.4		1.44		1.53		1.8		6.84		2.97		4.05		6.21		0.72		7.29		6.66		2.97		7.38		2.43		2.52		1.53		2.07		3.24		2.16		7.02		6.03		6.48		3.6		5.94		7.65		7.2		7.29		2.52		1.17		1.17		5.58		0.54		2.34		5.67		3.15		5.67		1.17		2.34		7.2		1.62		6.48		2.34		7.11		0.54		7.02		3.51		1.71		7.11		6.48		2.61		1.89		2.16		1.26		1.44		5.22		7.29		6.21		3.24		7.83		7.83		3.78		3.69		2.88		2.07		1.08		2.16		6.39		7.11		5.13		2.34		4.86		1.26		1.71		7.29		3.15		5.85		2.43		6.03		0.63		6.3		4.77		1.44		6.39		2.88		3.15		2.16		2.88		3.78		5.58		5.31		7.11		2.07		5.4		7.83		7.56		7.2		7.29		5.4		1.35		1.44		2.61		0.72		0.72		6.39		3.15		1.53		1.62		6.39		6.84		2.61		6.93		3.42		7.56		0.81		6.66		5.85		1.35		6.75		2.34		2.43		1.71		2.97		2.7		3.42		6.3		7.29		6.84		5.49		3.06		6.75		7.38		7.38		5.76		1.53		1.62		1.98		0.72		0.72		6.48		6.48		5.13		1.26		1.26		6.84		2.16		6.93		1.62		5.94		0.72		7.38		5.31		1.71		7.47		2.61		7.2		2.61		6.21		5.58		7.74		2.61		6.66		2.16		2.88		7.65		5.85		7.02		7.02		5.85		5.31		1.44		3.15		0.63		0.72		5.94		5.04		5.94		1.35		1.26		7.47		6.3		5.85		6.93		7.83		0.54

		A		12		3.87		4.32		2.7		3.42		4.59		6.57		6.66		5.22		7.29		7.47		4.41		4.14		2.7		4.59		4.5		5.13		4.14		4.32		3.87		1.71		3.06		3.69		2.07		0.9		4.68		4.59		4.59		2.7		3.96		3.87		6.21		3.6		5.94		2.07		6.03		4.86		5.4		4.5		3.33		4.86		5.58		4.5		3.24		5.85		5.85		4.68		4.68		4.59		5.22		3.15		3.33		4.68		5.22		5.4		0.9		2.7		4.59		1.8		0.9		4.77		4.41		4.68		3.78		3.33		5.85		4.68		5.31		4.77		3.51		5.67		3.24		5.76		1.98		3.87		3.96		2.34		4.32		5.85		4.14		4.14		6.12		5.4		3.87		2.7		5.13		5.22		3.24		2.7		3.87		3.6		2.79		3.69		0.9		0.9		2.97		2.43		3.33		1.71		2.7		3.15		2.43		2.43		2.7		1.98		2.34		3.87		3.78		2.25		2.88		4.77		1.8		4.14		2.97		5.67		5.76		6.48		6.39		6.3		6.48		6.66		1.98		3.51		4.14		3.42		0.9		3.51		4.95		0.9		3.96		5.67		3.15		5.94		2.25		5.67		6.39		2.61		3.69		3.06		2.16		3.87		5.49		3.96		5.22		3.96		5.58		4.77		5.58		5.58		2.88		2.97		7.11		5.76		6.48		2.16		2.61		4.41		5.04		3.06		4.5		3.78		2.7		4.95		1.44		0.9		5.31		3.15		5.13		2.43		4.86		4.41		5.31		5.04		5.67		3.69		5.94		4.5		4.5		3.51		3.42		4.5		5.49		5.13		6.75		4.14		6.03		6.39		6.39		4.59		2.52		2.97		5.94		5.49		3.69		6.21		1.26		5.22		4.77		0.9		0.9		5.4		2.7		6.48		3.33		3.69		4.23		2.97		2.52		3.51		2.34		3.33		3.06		3.24		3.15		3.33		4.14		7.56		3.24		6.66		5.85		7.11		2.61		2.7		4.77		5.85		5.85		2.52		4.23		2.97		5.76		1.26		2.79		4.95		0.9		0.9		2.79		2.07		3.51		1.35		3.15		2.61		5.58		4.95		6.03		3.24		4.86

		B		1		5.85		4.5		1.44		6.48		0.99		5.31		6.03		4.68		7.47		7.47		1.17		3.42		1.17		4.95		6.84		6.03		2.79		3.69		2.34		1.89		2.61		4.14		3.24		0.99		6.84		7.02		4.86		0.99		1.89		5.76		6.03		2.25		6.21		1.53		3.51		4.32		4.41		3.87		5.22		0.99		4.14		4.59		1.8		6.93		7.02		4.77		1.62		4.5		6.93		7.29		2.52		7.2		3.6		3.69		5.13		4.95		3.87		1.35		0.9		7.11		7.2		7.29		1.08		1.35		2.07		2.43		3.6		2.34		5.31		3.33		5.13		3.96		4.14		2.34		1.17		3.51		4.23		5.85		4.23		4.95		6.21		3.33		5.22		2.97		1.17		5.94		5.04		6.48		2.43		3.87		1.35		2.7		1.44		0.9		6.12		4.68		1.8		1.62		0.99		5.13		3.42		6.03		3.51		6.21		3.69		5.22		1.71		5.31		5.49		0.99		3.96		5.22		5.85		2.61		2.7		7.92		6.48		5.94		1.08		5.58		6.93		6.03		3.87		5.58		6.84		0.99		0.9		1.53		1.89		2.34		2.16		3.33		0.99		0.9		4.68		3.42		4.86		2.61		2.61		2.7		4.5		3.69		4.59		6.03		2.7		5.22		1.35		7.11		5.67		6.48		5.58		5.85		5.94		2.61		2.7		3.69		4.05		3.6		1.26		3.96		1.26		0.99		0.9		3.78		2.52		2.52		3.33		0.9		0.9		2.25		5.13		4.59		2.61		3.69		4.77		6.75		6.66		1.53		3.69		0.9		1.89		4.68		6.66		2.34		3.42		6.84		4.23		4.5		7.11		6.12		6.12		6.39		4.14		5.85		5.94		0.99		2.79		1.53		0.9		5.04		3.87		1.26		0.99		1.44		6.21		3.42		5.85		1.71		6.48		3.78		5.4		5.31		5.49		6.48		0.99		3.06		1.44		1.62		6.93		6.3		1.53		6.48		1.35		6.48		2.07		3.42		4.77		2.52		1.8		4.14		4.23		0.9		6.3		0.99		5.22		5.22		3.78		1.35		0.9		3.42		4.32		2.97		2.07		6.12		5.94

		B		2		5.13		2.97		3.06		6.3		1.98		5.67		2.88		2.88		8.1		8.1		0.9		1.89		0.9		4.14		5.04		3.78		7.74		8.1		0.9		0.09		3.15		8.19		6.3		4.41		6.93		4.32		0.09		0.9		2.07		6.93		3.51		8.1		3.51		5.58		3.87		7.29		3.06		3.06		8.1		6.3		4.32		3.42		2.52		7.11		4.86		4.23		5.67		3.96		1.71		4.32		4.95		7.29		8.19		2.07		0.9		0.09		2.34		8.1		0.9		4.14		5.22		2.25		0.09		0.9		5.13		5.31		1.98		5.31		0.9		8.01		6.3		0.9		0.9		6.57		6.57		4.32		6.84		3.87		3.78		4.86		8.1		7.38		8.1		5.22		8.1		4.23		4.32		6.48		5.22		5.22		0.99		2.52		4.32		0.09		3.15		3.24		0.99		0		3.33		5.4		3.87		8.19		3.33		3.33		4.32		5.04		6.48		6.57		3.24		3.15		2.25		2.25		3.78		4.23		3.87		8.19		6.84		8.1		5.49		4.32		2.79		5.49		6.75		2.88		0.9		2.97		4.59		4.59		0.09		4.41		4.14		0.9		0.9		3.78		4.14		8.1		2.61		0.9		4.05		4.05		5.31		2.34		0.9		7.11		5.31		0.9		1.35		5.04		2.16		2.25		8.01		4.77		6.39		7.2		5.31		2.07		6.93		7.65		0.9		2.25		0.09		7.47		7.47		0		5.67		5.67		0.9		0.09		5.67		2.52		3.33		8.1		0.9		8.19		0		4.14		4.14		2.88		3.96		1.62		0.9		3.24		6.57		1.8		1.8		8.1		5.4		9		2.07		2.61		3.51		4.68		5.76		3.33		0.9		4.68		6.48		8.91		0.09		3.42		5.49		3.42		5.4		0.9		3.96		0.9		6.75		2.34		5.22		3.78		8.1		4.77		0.9		7.2		2.07		6.84		3.51		2.43		5.13		3.96		1.89		4.77		3.78		3.78		4.86		3.06		6.39		6.3		4.14		2.25		4.23		4.14		2.07		0.09		6.93		3.6		4.95		4.95		2.61		4.05		5.67		3.78		4.77		1.98		4.77

		B		3		6.12		4.77		3.42		6.48		4.95		4.32		5.31		5.13		5.31		5.67		3.06		5.76		2.97		5.67		6.66		2.88		5.4		4.68		4.41		3.78		3.15		3.78		0.9		0.9		3.96		4.23		4.32		2.7		1.89		4.59		2.07		4.14		3.33		3.15		1.8		6.3		4.59		3.87		6.39		5.85		5.22		5.94		4.23		3.96		3.15		4.14		5.4		4.05		4.05		3.6		2.43		4.5		3.42		4.77		3.06		3.06		2.88		0.99		0.9		2.61		2.25		4.32		2.52		1.26		3.69		3.78		4.77		2.43		3.15		0.99		5.04		3.87		4.32		5.85		4.68		2.97		3.96		4.14		3.15		2.43		6.84		2.88		4.5		3.96		5.22		3.42		5.22		5.04		3.24		3.42		3.78		4.5		0.9		0.99		4.59		3.51		3.51		3.06		2.07		3.69		4.05		3.87		3.06		4.14		0.9		6.39		3.33		2.97		6.48		5.04		3.96		4.32		3.78		2.97		3.15		4.86		3.33		5.67		3.78		3.42		5.04		5.4		5.49		3.51		3.78		3.06		4.5		0.9		0.9		3.96		3.87		3.33		2.79		2.61		3.24		2.88		3.96		2.52		4.14		0.9		6.93		4.77		2.7		6.84		2.88		4.23		1.62		3.87		2.7		2.7		5.13		2.79		4.95		5.13		5.76		2.34		5.85		5.49		5.4		3.69		3.6		3.15		0.99		0.99		2.43		2.7		3.15		2.16		1.26		2.25		2.16		4.05		2.7		3.96		1.53		6.3		4.77		3.42		6.3		3.96		2.43		2.52		3.78		4.41		5.76		3.96		5.04		4.5		3.6		3.51		3.69		5.04		3.69		3.42		3.96		3.87		2.97		0.9		0.9		4.14		2.88		3.6		3.15		2.07		4.41		2.88		3.87		1.35		3.33		0.9		6.03		5.58		3.96		5.85		5.22		4.05		1.62		2.7		4.32		2.7		3.33		5.22		2.88		4.5		5.58		3.96		5.13		5.04		4.77		3.24		3.51		2.88		0.9		0.99		4.86		4.14		4.41		3.51		1.35		3.96		3.69		4.68		3.42		3.69		1.08

		B		4		6.39		6.39		5.13		6.48		4.86		5.04		4.05		4.23		6.03		6.3		2.61		2.52		3.06		6.12		7.02		2.43		2.79		3.06		2.52		3.06		3.87		3.96		1.35		0.54		3.15		2.88		2.52		3.15		3.51		6.39		4.32		4.41		6.03		5.13		6.21		4.32		4.59		3.15		6.12		3.42		3.24		3.06		5.22		4.05		5.49		3.96		2.61		6.3		5.04		5.31		5.94		4.59		5.22		4.32		4.14		4.95		5.22		2.16		5.76		5.22		4.23		3.96		4.86		5.31		5.94		5.4		5.94		6.12		5.31		5.67		5.13		3.96		4.86		5.13		5.4		2.52		5.94		6.12		3.87		5.4		5.76		4.86		6.21		2.88		3.33		6.21		3.15		3.78		3.06		2.97		3.78		4.14		2.25		4.95		3.69		4.32		3.51		3.87		4.77		3.87		5.22		5.67		5.4		6.3		1.8		6.3		5.4		5.58		6.48		5.85		5.13		3.78		5.76		2.34		3.78		7.2		5.58		7.02		3.78		3.15		5.4		3.69		2.61		2.7		1.98		2.97		4.05		2.52		4.41		4.05		2.34		2.16		3.15		3.96		5.13		3.15		4.14		5.04		5.94		2.25		6.84		5.31		5.31		6.57		3.69		2.43		2.43		2.52		4.14		4.41		6.12		5.94		6.84		6.75		6.66		6.75		4.41		4.5		4.59		3.24		4.59		5.67		1.44		0.63		3.42		3.78		3.33		3.51		2.07		2.7		6.12		6.57		5.04		6.3		2.43		5.76		5.13		5.85		5.13		6.03		3.87		3.42		6.39		4.32		5.04		3.69		3.42		7.02		3.24		3.33		7.02		2.79		2.88		2.16		2.25		3.06		3.42		3.51		4.41		2.79		2.7		2.79		4.05		4.77		2.52		3.96		5.22		5.49		6.21		2.88		5.58		4.5		5.4		5.76		5.76		6.12		5.04		5.67		5.76		5.94		3.51		3.96		4.41		6.39		7.02		3.87		3.33		3.96		3.69		2.7		3.6		5.13		5.22		0.9		5.58		3.51		3.51		3.51		5.94		4.59		5.49		4.14		6.12		5.13		5.58

		B		5		6.12		3.87		1.8		5.94		6.84		7.38		6.48		5.94		5.76		6.3		1.8		6.12		3.15		5.85		7.38		5.58		5.67		6.03		3.87		4.14		3.24		4.77		2.7		0.9		6.3		3.96		5.49		3.6		6.12		2.7		7.29		6.21		6.84		1.44		4.14		1.8		4.5		5.31		3.51		3.06		5.67		3.78		2.88		3.87		1.08		3.51		4.59		4.05		5.49		5.13		3.87		3.96		6.12		2.61		1.17		2.16		5.4		2.7		0.9		4.86		6.03		3.51		4.41		2.79		5.94		2.79		6.48		3.24		3.87		1.17		4.41		4.23		3.42		4.23		1.71		6.93		3.78		5.04		2.07		3.33		6.48		6.48		5.58		5.31		2.52		3.15		5.13		7.65		3.15		2.07		3.51		1.17		1.17		0.81		5.31		7.38		3.24		1.08		5.67		3.6		2.97		6.21		2.52		1.17		1.62		3.24		6.03		5.49		4.77		1.8		3.78		2.34		5.67		1.62		2.25		5.67		6.57		6.75		3.96		3.6		3.51		2.79		5.76		4.41		2.79		4.05		2.88		0.9		0.9		4.05		6.03		7.56		5.13		2.52		2.52		4.95		3.6		2.97		2.07		1.35		6.57		7.65		4.14		6.93		2.43		3.87		1.35		5.67		1.98		1.71		5.22		5.67		5.76		1.98		2.61		2.79		3.24		5.22		5.31		1.8		2.97		4.23		0.99		0.99		1.53		5.04		2.61		1.8		4.77		3.42		3.78		3.69		3.15		1.44		2.16		6.3		7.65		4.14		6.66		5.58		1.53		2.07		3.51		1.62		1.98		6.84		6.66		7.56		6.3		6.21		2.43		5.04		6.21		4.59		1.35		4.14		4.41		1.44		0.99		5.13		6.03		3.15		3.6		5.94		2.7		4.59		5.22		2.25		1.8		1.53		2.16		3.78		4.77		3.42		5.85		6.48		1.62		3.24		5.67		3.87		3.24		4.68		3.15		3.96		3.6		1.44		3.51		6.57		4.77		2.43		2.7		5.85		2.61		0.9		5.4		5.04		5.85		3.51		5.58		1.35		4.68		3.96		3.42		1.26		2.25

		B		7		5.31		4.41		3.69		6.21		4.77		5.31		4.32		5.85		5.4		7.29		1.89		4.32		3.78		5.58		6.93		3.33		5.49		5.49		4.41		4.95		2.34		5.04		2.61		0.99		4.41		2.97		2.16		1.89		3.33		1.08		5.31		1.44		4.77		2.61		5.04		5.58		4.5		5.13		5.04		3.96		3.96		2.34		5.76		3.33		1.89		3.33		5.31		4.86		3.15		5.85		5.22		5.13		5.04		5.49		3.51		5.31		2.07		2.61		1.53		4.14		1.8		2.34		2.34		1.35		3.33		5.13		3.33		4.41		3.78		4.23		5.58		5.04		5.4		4.05		4.59		2.7		5.31		4.41		1.62		2.61		7.29		2.25		6.39		1.53		6.21		3.15		5.76		4.14		4.14		2.52		5.76		4.68		3.6		4.14		4.5		1.62		1.71		3.69		3.78		4.41		2.79		3.78		2.34		4.14		4.32		5.4		3.51		4.59		4.32		3.78		3.96		4.68		5.67		3.42		5.67		7.2		1.89		5.67		3.6		5.49		5.4		5.58		4.05		2.52		2.25		5.94		5.22		2.97		2.43		4.5		2.43		1.08		3.24		3.42		4.05		3.87		3.15		4.14		4.41		3.69		5.67		4.5		5.22		3.96		3.78		3.33		3.24		5.76		3.06		5.49		6.48		2.7		5.67		3.6		5.22		4.23		5.49		5.22		2.52		2.43		5.31		4.05		2.7		3.69		3.96		2.52		1.89		3.87		2.88		4.23		4.77		4.23		3.87		4.86		4.95		6.75		5.22		5.4		4.86		4.32		1.44		4.5		5.67		3.33		5.58		6.84		2.61		5.4		2.34		2.61		5.85		5.13		4.59		4.68		4.77		5.31		3.24		1.53		2.52		3.78		1.71		2.52		3.24		2.61		3.78		2.16		4.05		1.53		3.96		3.6		5.94		5.13		3.78		5.31		5.13		5.76		1.62		6.03		3.78		7.11		2.88		5.31		2.43		5.22		6.57		3.33		5.4		5.4		2.7		1.8		2.25		5.04		3.51		1.26		3.51		2.7		2.79		1.62		2.34		1.71		4.95		3.87		3.78		2.88		2.79

		B		8		5.85		2.88		2.43		5.76		4.41		5.22		5.22		4.95		5.13		5.04		1.53		6.66		1.35		6.57		6.12		5.22		5.4		5.04		3.69		2.07		2.25		4.59		5.94		0.81		4.95		4.5		1.26		2.16		4.68		3.42		4.86		4.86		5.58		3.69		5.4		6.57		3.15		1.71		5.67		4.41		3.51		2.34		3.42		4.14		3.96		3.42		6.93		3.24		5.13		5.22		3.06		5.49		5.04		3.87		2.43		1.8		4.23		4.14		5.4		5.94		5.67		4.05		2.07		4.32		5.4		5.13		5.4		5.22		4.77		3.87		4.86		4.05		1.62		4.77		3.42		2.97		3.42		3.96		2.61		2.25		6.12		2.88		5.31		4.05		3.96		4.32		5.31		4.32		4.68		2.34		1.17		4.68		4.59		0.9		4.23		3.24		1.98		0.99		4.41		4.41		4.05		5.22		4.5		5.4		2.88		5.4		4.32		2.7		4.68		3.42		3.15		3.6		3.87		3.69		3.15		5.94		5.13		5.76		4.14		4.05		5.31		3.78		3.6		2.88		1.35		1.26		3.6		2.88		3.78		2.16		2.16		1.44		0.9		2.79		5.04		3.69		4.77		3.06		3.69		1.8		4.68		3.78		3.33		4.5		3.42		2.7		2.34		5.31		2.97		2.97		5.49		5.49		7.29		2.97		3.51		5.94		4.23		3.33		4.05		1.17		0.9		2.43		1.8		0.9		4.23		3.42		3.06		0.9		3.06		2.7		3.06		5.67		2.34		3.96		0.99		6.03		4.32		1.98		5.76		4.68		2.88		2.61		6.12		3.24		3.42		5.4		5.13		6.3		3.87		5.13		4.14		4.05		3.69		3.78		1.35		0.9		2.88		2.52		0.81		2.61		1.62		2.07		0.9		1.53		2.61		4.5		3.96		3.24		2.52		1.17		6.57		3.6		2.79		6.12		4.86		5.94		2.25		2.97		5.94		5.49		1.35		7.56		2.25		5.49		5.94		3.87		4.23		4.23		4.32		2.43		0.9		2.79		2.07		0.9		3.96		3.15		3.15		0.81		2.79		2.61		5.85		4.5		4.32		4.32		1.17

		B		9		6.84		3.24		3.42		5.49		2.16		6.66		6.75		3.69		7.11		6.93		4.77		5.22		5.22		3.87		6.3		6.39		5.58		6.12		3.33		2.7		5.58		2.88		1.89		3.69		5.94		4.23		1.53		4.32		1.53		3.69		7.2		5.22		6.3		4.14		2.7		6.48		3.96		5.04		6.03		2.25		5.85		6.03		5.22		5.76		6.21		5.13		7.11		3.06		2.34		3.24		3.6		5.85		6.3		4.14		3.33		5.94		3.87		1.08		1.26		5.22		4.59		1.98		5.13		2.43		2.7		5.94		5.13		6.57		5.58		2.52		3.33		3.6		4.23		5.4		1.71		4.95		5.94		4.32		5.04		5.4		7.74		5.94		6.21		3.78		5.58		5.85		3.87		4.14		1.71		2.7		3.78		2.7		1.08		0.99		2.97		2.34		1.26		4.77		1.89		3.6		4.77		3.78		4.32		5.85		1.8		5.31		3.69		4.59		5.13		1.62		6.3		6.84		5.94		4.77		5.13		7.38		6.48		5.85		3.69		4.41		4.86		4.14		4.86		2.25		3.69		4.5		2.79		1.35		1.26		4.05		2.97		1.53		3.51		2.7		5.13		4.41		5.22		5.85		6.21		4.32		5.76		3.69		4.77		5.49		2.79		6.3		5.76		4.68		4.14		5.13		7.02		6.93		5.94		2.88		2.61		3.33		4.14		5.31		2.07		3.15		3.96		1.44		0.99		1.08		3.42		3.69		2.43		3.15		1.26		2.43		3.69		3.42		3.6		4.23		1.71		5.76		3.96		4.95		5.13		2.79		2.61		4.68		5.67		4.68		5.22		7.65		5.67		7.11		1.89		6.48		3.78		5.67		5.94		2.52		3.96		4.68		1.98		1.8		0.99		2.97		3.42		1.62		3.15		2.97		4.23		4.77		5.13		5.67		4.68		4.86		6.75		4.14		4.77		5.67		1.89		5.94		5.85		5.58		6.84		6.75		2.97		5.58		3.06		3.51		3.33		6.3		5.67		5.04		2.07		3.51		4.23		2.7		1.35		2.07		3.51		4.05		2.43		3.96		1.71		2.34		4.59		4.95		3.78		4.23		1.17

		B		10		7.02		2.79		4.77		3.33		6.39		6.21		3.96		2.52		5.22		7.47		1.98		6.75		2.16		4.23		3.87		2.16		3.33		2.97		1.26		0.99		1.8		2.79		0.99		0.9		3.15		4.14		1.17		2.34		2.07		3.6		7.92		4.86		3.51		5.4		1.08		4.59		2.7		2.88		2.52		3.6		7.02		3.51		3.96		5.31		3.24		5.31		6.75		3.51		3.96		6.12		2.43		4.95		3.15		5.58		2.61		4.77		2.25		0.9		0.99		6.12		4.32		5.13		3.33		2.61		5.76		6.39		5.4		4.86		5.76		1.89		6.21		1.71		4.32		3.69		5.94		5.49		6.57		6.12		3.78		5.22		6.39		5.22		4.86		5.31		5.67		5.13		5.31		3.42		6.03		1.8		3.15		2.79		0.99		1.71		4.23		3.15		1.89		3.78		2.43		6.21		5.85		4.23		5.22		3.96		2.43		6.03		3.51		4.5		2.88		5.58		6.03		5.13		3.24		4.59		6.03		6.21		6.3		3.78		4.5		6.3		1.8		5.31		3.24		3.06		2.07		4.05		4.95		3.69		0.99		5.94		4.41		1.26		4.32		6.48		5.85		5.04		5.4		3.42		5.85		4.77		7.47		6.93		4.86		5.31		3.87		1.62		2.07		2.34		3.51		3.96		6.21		4.59		3.69		3.6		4.32		2.16		2.79		2.34		1.44		1.62		1.71		1.26		0.99		0.99		2.79		2.43		1.26		2.25		1.26		3.96		6.66		5.4		5.13		2.43		4.41		6.12		2.88		3.42		2.79		5.4		0.81		4.86		7.47		3.78		4.41		7.02		3.42		4.77		3.24		5.58		4.68		6.48		3.24		2.07		1.71		4.86		6.03		4.14		5.76		5.31		3.78		2.25		3.33		4.77		5.4		3.69		2.88		2.25		1.35		0.99		4.77		3.24		4.05		2.52		2.97		7.38		2.16		0.99		5.58		6.12		3.06		7.83		1.62		3.69		7.56		1.08		5.85		4.95		4.14		1.62		2.7		4.32		5.67		1.08		5.85		5.22		1.62		2.88		6.66		6.03		6.75		4.86		3.69		5.58		3.87

		B		11		7.29		2.97		1.26		7.38		2.07		6.75		5.49		5.58		6.39		7.74		1.53		3.24		2.52		3.51		5.76		7.2		5.58		5.67		2.7		1.17		3.33		2.16		0.81		0.72		2.97		1.62		2.16		2.97		1.44		6.48		7.2		1.8		6.3		2.88		6.21		3.15		1.8		1.08		3.15		2.7		6.48		2.25		5.4		2.16		3.15		2.79		1.8		2.16		2.88		7.83		5.67		7.38		7.38		6.39		2.43		1.26		3.87		0.63		0.72		6.48		5.49		6.57		2.16		3.42		7.92		7.65		3.06		6.12		2.25		0.81		6.03		2.79		2.07		4.95		6.21		6.03		2.43		5.4		2.07		3.51		7.11		7.38		7.2		3.42		2.97		6.48		7.29		7.29		5.58		1.44		2.07		3.15		0.63		0.72		3.06		2.43		3.24		1.17		1.8		2.97		5.58		7.02		1.8		6.3		0.63		3.87		3.24		1.08		4.05		2.43		7.02		2.61		6.3		2.97		1.44		2.7		6.48		2.43		6.12		2.43		7.56		7.2		7.29		5.22		1.17		1.8		6.03		0.72		0.81		6.48		5.4		2.34		0.99		6.66		6.39		2.25		6.12		1.62		3.51		0.72		7.38		6.03		0.99		7.38		2.43		5.49		1.8		5.58		2.61		7.47		6.84		6.03		1.89		2.07		3.69		7.29		7.2		7.2		5.85		1.71		1.08		2.61		0.72		0.63		7.38		7.38		5.94		1.08		1.17		7.83		5.49		7.38		1.8		6.39		0.81		7.56		6.12		1.35		7.65		5.49		6.03		2.16		5.58		3.15		1.89		6.66		7.38		6.12		2.16		1.98		7.02		7.11		7.11		5.94		1.44		1.44		2.07		0.63		0.63		5.76		5.76		4.68		1.08		1.89		1.35		1.53		6.3		1.44		6.93		0.72		7.11		6.57		1.17		7.2		1.53		6.48		2.43		3.6		3.24		7.38		1.44		3.6		2.25		3.51		7.38		6.21		7.38		7.38		6.12		5.67		1.26		2.7		0.63		0.63		6.03		3.15		5.94		0.81		1.71		1.17		7.2		5.85		7.83		4.95		1.26

		B		12		6.03		5.49		6.21		4.86		5.49		7.83		3.15		6.39		6.57		6.75		2.79		3.87		2.7		5.22		5.31		5.31		5.31		3.78		5.13		1.8		5.31		5.13		0.9		0.9		5.94		4.32		6.12		5.4		5.67		1.62		6.84		5.13		6.93		2.34		6.84		5.76		5.58		4.5		3.87		4.95		5.22		3.78		2.7		3.06		4.68		5.4		4.23		3.33		6.12		5.58		2.7		5.31		5.49		4.77		2.34		4.77		4.95		2.07		0.9		5.4		3.51		5.4		3.33		5.04		3.33		3.69		1.26		3.6		1.17		5.4		3.78		4.14		3.87		2.88		5.31		5.04		4.86		5.58		2.88		4.23		6.93		4.77		3.42		2.7		2.79		4.68		4.59		3.51		4.5		0.9		3.69		4.59		3.24		0.9		3.96		4.05		3.6		2.52		4.41		5.94		5.22		5.49		3.87		3.87		4.41		1.98		1.98		2.61		1.62		2.52		3.51		5.04		4.77		4.14		5.04		7.83		6.39		5.13		4.77		4.68		4.41		3.24		2.97		3.42		1.71		4.05		3.96		1.17		0.9		2.16		1.44		2.16		2.07		2.16		2.34		2.88		2.52		2.7		2.61		2.79		5.85		5.4		5.58		4.5		5.85		2.7		3.15		4.32		4.05		5.04		6.66		5.94		6.3		2.61		5.94		3.06		5.49		3.96		4.59		4.5		5.4		5.85		1.17		0.9		6.03		3.06		4.14		4.86		6.03		2.97		2.7		5.13		3.06		4.68		2.97		4.86		5.76		5.04		2.61		4.68		1.89		4.5		2.88		2.7		3.33		7.47		3.69		6.93		2.43		2.52		6.21		5.22		5.49		5.22		3.06		5.22		5.22		1.53		0.9		3.15		3.42		3.06		2.79		2.61		2.16		2.88		3.69		2.79		2.61		2.7		3.69		4.86		4.23		2.52		2.88		4.14		2.61		2.97		5.22		6.12		5.49		4.68		2.88		5.13		6.75		4.68		4.95		4.86		5.22		3.15		4.86		3.96		1.17		0.9		4.86		4.59		5.49		2.79		2.43		2.7		3.33		3.33		2.88		3.24		4.5

		C		1		4.86		2.7		1.53		3.33		6.57		7.02		5.58		6.75		7.74		7.74		1.17		3.42		1.35		6.48		7.29		5.58		5.49		1.89		1.35		3.24		0.99		3.24		4.95		3.42		2.97		2.25		4.14		0.99		0.9		2.16		7.38		2.97		6.75		1.8		6.39		3.42		2.43		3.51		3.6		6.03		7.38		4.77		4.5		5.85		5.85		3.96		5.58		5.4		5.49		6.12		3.33		3.69		5.13		1.71		5.22		2.07		1.26		4.32		2.88		5.4		1.44		5.31		1.89		1.08		1.44		5.67		2.7		2.7		5.67		2.16		3.78		1.53		1.44		2.97		3.78		6.03		5.85		6.03		2.43		4.77		5.58		6.57		4.23		5.58		2.07		2.07		4.86		4.77		4.86		5.58		5.76		1.17		3.15		0.99		3.15		3.15		4.59		0.99		2.61		5.31		3.42		2.52		3.51		1.8		1.08		4.68		4.86		1.08		5.04		0.9		3.15		5.58		5.22		1.62		1.98		7.83		3.69		5.76		2.52		2.97		2.97		4.05		3.24		2.52		5.13		0.9		1.89		6.03		0.9		2.97		2.43		3.78		0.99		0.9		3.6		3.33		5.04		2.25		5.13		6.3		5.31		5.13		5.04		3.87		0.9		4.14		3.69		6.03		1.89		3.15		7.29		6.39		5.31		3.96		5.04		1.71		5.31		4.95		5.04		5.4		0.99		0.99		0.9		2.79		2.25		2.34		3.96		1.26		0.9		5.22		2.43		2.52		2.52		1.53		4.95		6.03		6.12		3.06		6.12		0.9		3.15		5.85		3.06		2.34		2.34		5.94		3.42		6.57		1.62		7.47		6.93		4.86		5.04		1.53		3.42		1.08		0.9		4.95		0.9		2.79		2.7		0.99		0.9		1.35		5.4		1.53		6.57		1.17		3.15		2.97		6.21		2.16		5.4		6.3		1.44		5.94		6.3		4.5		6.21		6.3		3.69		6.66		2.7		6.03		6.93		3.69		4.41		2.07		4.41		6.12		1.17		0.9		5.58		0.9		5.31		3.6		4.77		0.9		0.9		3.69		5.85		2.34		5.76		1.26		6.75

		C		2		6.75		0.9		2.25		8.19		5.94		7.2		4.32		5.13		6.75		8.1		0.9		2.16		1.98		5.22		6.84		1.62		5.76		5.67		3.96		2.7		4.23		5.67		4.14		0		6.21		3.96		3.96		4.05		2.25		3.06		8.91		0.9		8.19		0.09		8.1		6.93		2.7		0.9		6.93		4.59		5.13		1.98		1.98		4.95		6.3		4.95		6.21		3.78		5.22		6.57		1.98		5.94		3.6		6.3		2.43		5.58		3.42		0.9		0		5.94		0.9		6.03		6.03		2.16		5.58		5.4		5.31		3.15		5.4		3.15		7.47		5.22		6.48		3.33		3.33		0.9		3.69		3.69		3.69		3.6		9		6.84		8.19		3.42		4.23		6.48		8.19		8.19		2.34		2.34		0.09		6.57		6.57		0.09		6.57		6.57		0		0		4.41		4.14		0.9		6.57		3.06		3.06		5.31		4.05		0.9		0.09		3.96		2.7		4.14		3.42		2.61		4.95		4.86		6.3		6.3		5.22		2.52		6.84		5.58		6.66		9		2.52		4.23		0.99		6.57		6.48		2.88		4.23		4.23		0.9		2.34		2.34		8.19		6.84		2.7		8.1		0.99		8.1		4.23		2.61		0.9		4.77		2.88		0.9		0.99		7.56		2.79		1.8		5.4		3.96		7.29		5.31		3.87		2.25		6.12		9		0.9		0.9		0		8.19		7.2		4.77		5.85		7.02		0.9		0		4.86		6.21		3.78		5.94		2.34		5.94		5.13		5.58		5.13		2.25		6.48		4.32		0.27		0.9		0.27		3.42		4.32		8.55		7.29		9		2.52		7.11		3.78		8.1		9		2.34		0.9		0		5.94		9		0.99		6.12		6.12		0.9		0.09		4.23		8.1		7.11		4.23		5.31		3.78		8.1		6.12		2.25		2.25		8.1		3.87		3.87		5.4		0.81		5.31		5.58		3.15		3.06		3.69		5.31		5.85		6.57		8.1		6.48		0.9		0.9		0.9		6.3		6.3		0.09		6.48		5.22		0.9		0		6.57		6.84		8.19		2.43		6.75		0.9		6.75

		C		3		5.76		5.04		3.33		5.13		3.15		6.03		4.86		5.58		6.48		5.31		2.07		6.3		1.62		5.13		5.58		3.24		5.04		4.59		4.05		3.33		4.23		2.61		0.99		0.9		3.78		3.96		4.14		3.6		1.62		3.15		6.21		4.32		6.21		3.87		5.67		6.3		5.76		4.05		6.12		4.32		5.85		5.13		5.4		3.51		4.05		4.32		5.13		3.69		4.86		5.49		2.88		6.57		6.75		5.04		3.33		3.42		2.25		0.99		0.99		5.22		5.04		4.5		2.52		1.08		3.06		2.79		3.96		2.88		4.14		1.08		6.21		5.13		2.97		5.76		5.67		5.22		4.77		4.95		1.8		2.79		5.94		1.62		6.3		5.58		6.3		3.87		4.77		5.04		3.51		2.88		3.15		5.04		0.99		0.81		4.32		3.51		3.42		2.97		1.71		2.7		2.25		2.97		2.52		2.88		0.9		6.03		4.5		4.23		6.03		5.94		5.13		2.25		5.4		3.69		4.59		6.66		2.34		5.31		6.12		5.85		3.51		5.04		5.04		4.32		3.15		3.15		4.95		0.81		0.81		3.78		3.6		4.32		3.24		3.24		3.51		3.33		4.41		3.42		3.87		0.99		6.03		5.31		3.24		6.3		5.85		4.5		2.07		3.6		2.16		1.53		7.2		1.53		7.02		7.02		6.84		3.87		5.58		6.39		3.87		4.14		3.33		4.32		0.9		0.9		4.95		4.32		2.97		3.15		3.51		5.4		2.61		3.78		4.77		2.97		0.9		5.4		3.69		3.96		5.04		5.58		3.33		4.68		5.67		2.34		2.52		6.75		3.06		6.84		6.12		5.49		2.07		5.31		5.22		4.59		3.15		3.6		1.98		0.99		0.99		4.14		3.6		3.6		2.43		1.26		3.87		3.42		4.68		3.24		3.78		0.99		5.76		4.41		3.78		5.49		5.4		5.49		6.48		2.25		3.87		2.97		4.68		4.59		4.32		6.3		6.57		3.06		5.04		4.95		3.96		3.15		3.33		3.06		0.9		0.99		4.86		5.04		3.87		3.24		1.8		3.51		3.78		4.41		3.96		3.96		2.43

		C		4		7.29		6.39		6.84		6.48		6.21		6.48		2.16		6.84		7.29		7.38		1.8		1.89		2.34		5.49		7.29		1.8		3.96		3.42		2.97		3.6		4.05		5.76		5.58		5.49		2.97		2.88		2.34		3.15		3.69		6.03		6.93		4.32		7.83		4.32		7.74		5.94		5.49		4.05		5.76		4.32		5.4		2.43		4.95		4.95		5.31		4.05		5.58		5.94		5.76		6.39		4.14		5.31		5.4		4.68		4.59		4.59		5.22		3.6		0.63		5.4		4.23		3.51		4.05		5.58		5.67		5.94		4.77		6.03		5.04		6.03		5.13		4.14		5.67		5.76		6.03		4.5		2.43		3.69		4.05		4.5		6.66		5.22		6.66		4.32		4.32		4.86		4.14		4.14		3.06		3.06		4.05		4.23		2.25		4.23		5.13		5.31		5.4		5.31		5.49		5.22		4.41		5.31		4.41		6.84		1.35		5.31		5.04		4.41		5.58		4.32		3.42		3.15		4.5		4.23		3.69		6.12		6.12		6.3		2.97		3.33		6.3		3.6		3.51		2.97		2.79		4.86		5.13		3.6		5.22		5.04		4.05		3.69		5.31		5.85		5.13		5.67		5.85		5.31		6.75		1.62		6.3		6.21		5.49		6.21		4.23		2.52		3.33		3.69		3.87		3.69		7.02		3.06		6.75		3.69		2.61		6.39		4.23		3.87		3.69		3.42		4.23		4.32		1.62		1.71		3.51		3.06		2.88		3.33		2.43		3.06		4.14		5.58		4.77		6.66		1.89		4.05		3.42		4.86		5.04		3.96		5.31		3.6		5.13		5.22		5.4		5.4		5.94		6.93		2.97		3.96		6.12		4.23		3.6		3.42		3.33		5.22		5.49		1.98		5.31		4.5		3.42		3.51		5.31		5.31		3.06		5.67		6.12		6.39		6.48		2.07		5.04		5.13		6.21		5.13		6.03		6.03		5.31		4.23		6.39		3.69		3.6		3.06		3.06		4.32		5.67		4.14		4.23		4.14		3.78		2.88		5.49		5.67		2.07		2.07		4.23		3.33		4.86		5.22		5.76		5.31		6.48		4.32		6.75		4.95		5.4

		C		5		6.84		6.66		3.24		7.47		3.87		6.12		1.8		5.31		6.03		3.69		2.61		5.49		2.97		6.84		6.12		5.31		4.05		6.75		7.38		3.24		3.15		3.33		1.17		0.9		5.49		6.21		6.93		2.34		2.61		4.23		7.11		5.49		7.29		5.76		5.85		5.22		3.06		4.59		4.59		5.67		5.49		1.98		5.22		3.42		6.12		1.98		4.14		4.05		3.51		2.52		2.61		5.49		6.12		5.04		2.7		4.14		5.13		1.89		0.99		6.39		5.31		5.13		2.34		5.58		3.78		4.86		5.58		4.95		4.05		2.7		1.44		7.02		3.42		5.67		5.4		1.62		2.34		2.79		1.98		6.12		7.02		5.58		7.29		5.49		5.94		6.39		5.76		6.12		5.22		2.52		2.79		6.3		1.17		0.99		6.3		7.11		4.95		3.78		6.21		3.96		4.95		3.87		5.22		1.71		1.98		6.66		5.94		4.77		5.13		4.86		4.23		1.35		3.06		1.62		2.16		6.57		5.67		5.85		1.89		5.76		5.04		2.88		4.41		3.33		3.69		4.5		5.49		2.34		0.99		2.52		6.12		7.29		1.35		5.13		2.25		5.85		5.58		4.32		5.22		1.98		3.96		6.3		2.16		7.02		4.23		1.35		1.44		5.58		1.71		3.06		7.2		6.93		5.67		2.43		2.43		5.22		5.22		4.5		8.1		2.34		3.69		3.15		1.71		1.35		1.98		5.67		7.47		2.43		5.22		2.43		3.06		2.52		2.88		1.53		1.17		2.25		4.32		4.5		4.32		2.34		3.78		1.53		6.3		1.8		2.43		5.76		5.4		5.94		2.88		4.41		5.94		4.32		6.48		6.66		0.9		3.15		5.94		1.98		0.9		5.49		3.24		7.11		1.62		5.31		5.13		5.31		3.87		3.15		1.8		3.06		2.61		5.85		3.15		4.68		5.04		6.3		3.42		2.34		5.76		2.25		3.06		5.94		2.79		3.87		6.57		1.53		4.05		6.12		6.21		1.17		1.89		5.13		1.44		0.9		6.84		5.67		6.21		1.98		6.21		2.88		7.02		5.49		4.5		4.32		2.7

		C		7		6.75		4.86		5.13		2.88		3.24		6.66		5.13		7.11		6.03		4.95		2.61		7.56		2.7		5.67		5.76		3.06		5.58		4.77		2.07		3.06		4.05		4.5		2.79		3.87		4.41		2.25		2.34		3.51		3.6		3.69		5.94		2.52		5.58		3.06		2.7		6.21		5.58		4.23		5.85		4.95		6.57		3.15		5.22		5.49		6.03		3.78		5.13		5.22		5.22		5.94		5.04		5.94		5.58		3.78		4.14		3.24		5.13		3.42		0.99		4.41		3.33		2.07		1.98		3.87		3.96		4.41		2.7		3.78		5.31		4.05		6.21		3.06		4.32		5.94		4.68		3.6		5.58		5.85		3.42		5.13		6.93		4.95		6.57		2.07		5.31		5.22		5.85		4.41		1.89		1.62		5.76		5.13		4.14		3.69		4.59		2.25		1.08		3.33		4.5		3.42		1.89		4.86		2.88		4.77		4.23		5.13		3.24		4.41		3.42		5.22		3.51		2.88		6.39		1.44		1.89		6.93		1.53		6.21		2.79		5.31		3.6		6.93		4.23		3.6		4.23		5.49		5.13		4.5		3.51		4.59		1.98		2.25		4.05		3.96		4.23		3.51		5.04		3.69		4.23		3.69		6.48		3.78		6.12		4.59		5.85		1.35		5.49		5.76		2.07		6.12		7.65		1.08		7.56		1.62		5.76		6.21		6.57		4.32		3.15		4.14		5.76		4.95		4.32		4.68		4.95		1.71		1.17		4.95		5.22		5.31		2.07		3.96		2.25		5.31		4.41		5.94		3.87		4.95		4.5		4.68		1.98		5.13		5.94		1.26		4.68		6.84		1.44		6.66		2.34		6.93		5.94		5.67		4.32		2.34		1.44		5.76		5.31		2.43		3.06		4.05		2.25		1.17		3.6		4.32		3.15		2.25		5.22		2.25		4.14		3.6		6.12		4.23		4.32		5.85		5.04		4.05		5.31		4.95		5.13		5.49		5.22		3.51		5.13		2.7		4.05		4.86		5.22		5.22		3.96		3.69		3.87		4.23		1.71		0.9		3.51		2.88		2.88		1.71		1.8		2.79		4.86		4.68		3.15		4.41		3.42

		C		8		6.21		2.97		2.88		5.67		5.31		6.93		2.07		5.49		6.3		3.51		1.35		7.29		0.99		5.67		5.04		4.95		4.23		3.06		2.52		1.98		2.07		4.14		5.85		5.4		3.33		2.97		2.07		2.52		5.31		6.03		6.39		4.14		7.02		2.43		6.39		6.03		3.15		2.16		5.58		3.24		6.75		2.07		6.84		4.59		2.61		2.88		6.84		3.24		5.22		6.3		3.42		3.42		3.06		2.7		1.26		0.9		1.8		1.62		0.81		2.16		1.26		1.35		0.9		1.08		1.8		5.67		4.23		4.68		2.97		3.33		6.57		1.89		2.43		5.49		4.95		3.06		3.42		3.87		2.07		2.52		5.94		4.32		5.22		4.23		4.14		3.78		3.6		3.24		3.6		1.89		1.17		3.24		1.26		0.9		2.61		1.98		2.07		1.17		2.43		4.23		4.14		5.67		3.51		3.6		1.53		6.03		2.52		1.44		5.4		5.13		4.77		1.53		5.67		1.26		1.26		7.74		1.8		6.93		4.95		4.77		2.7		4.23		3.69		3.78		1.62		1.08		2.61		2.61		4.14		4.59		3.15		2.97		0.81		2.79		5.22		3.42		3.15		3.78		3.87		1.26		6.03		3.78		2.88		6.03		4.77		1.35		2.7		5.13		2.25		2.7		6.75		4.77		6.03		3.96		3.78		4.14		3.06		2.97		3.15		1.26		0.9		3.15		1.08		0.81		1.71		1.44		1.35		0.9		1.62		5.58		2.43		4.86		2.07		3.15		1.17		4.59		2.52		1.35		3.33		3.15		1.8		1.26		4.14		1.53		1.53		7.47		2.34		5.76		4.5		4.59		2.88		2.79		2.79		1.44		0.99		0.99		1.98		0.9		2.7		1.89		1.26		0.99		0.9		1.44		3.15		2.88		4.23		2.52		4.14		0.81		5.94		4.77		1.26		4.95		3.51		5.85		2.43		2.88		4.59		4.59		2.52		6.84		2.61		5.76		5.58		4.14		3.69		2.88		5.76		2.16		0.9		2.97		0.9		0.9		3.51		2.88		4.14		0.9		2.61		2.34		6.66		4.41		6.3		4.77		3.42

		C		9		4.77		3.06		4.05		5.13		2.97		6.93		6.03		5.22		6.84		6.57		5.13		5.76		2.7		6.3		7.38		3.78		5.22		6.03		1.8		4.41		4.77		3.69		3.33		2.16		4.32		5.22		3.15		4.14		2.52		5.58		6.84		6.84		7.38		7.2		4.23		6.39		4.68		4.95		5.49		2.16		6.93		5.22		4.32		5.31		5.94		6.57		6.84		6.75		6.39		6.75		3.24		6.39		6.75		1.98		5.22		6.03		3.87		1.98		1.89		6.03		6.21		2.16		3.87		2.79		5.31		6.75		6.84		7.38		7.38		1.53		6.03		1.53		5.67		6.21		2.7		3.6		6.03		5.49		3.15		3.87		7.83		7.2		5.85		2.34		2.97		3.33		5.13		5.67		2.16		3.33		5.04		4.23		1.08		0.99		5.13		5.4		2.97		4.59		1.53		4.77		5.49		5.76		6.84		6.12		2.34		5.13		3.06		4.77		6.12		2.97		5.85		3.51		4.23		3.06		3.6		7.74		6.75		5.58		4.32		5.31		2.79		5.76		5.94		2.52		3.87		4.5		2.43		0.99		0.9		5.58		4.23		1.89		4.86		2.61		5.4		5.76		6.12		7.11		5.49		2.97		5.94		4.23		5.31		4.5		2.97		2.88		3.24		3.78		2.25		3.06		8.28		7.56		7.38		3.06		2.7		4.14		5.58		5.22		2.52		3.33		4.41		2.16		1.44		1.08		6.12		5.22		1.89		4.41		2.97		5.67		4.95		5.67		6.12		5.04		2.7		4.86		1.71		5.67		6.03		1.53		2.25		4.41		5.04		3.42		3.69		7.74		7.11		7.2		5.49		2.61		3.96		4.23		3.78		2.7		3.15		4.41		2.61		0.9		0.99		3.42		2.97		1.62		3.33		1.44		3.42		4.77		5.13		5.67		5.13		1.08		5.49		2.88		5.31		5.76		2.07		6.75		4.41		3.87		4.59		4.77		3.78		5.67		5.58		6.93		5.67		2.79		5.58		5.67		1.71		2.7		5.04		2.61		1.35		0.99		3.42		3.78		1.26		3.42		1.71		2.88		4.95		3.96		5.49		4.5		1.35

		C		10		6.21		4.77		3.33		4.23		4.14		8.46		1.62		2.43		6.66		7.65		0.54		7.38		1.8		6.39		5.58		1.98		3.78		4.23		1.35		1.08		2.79		2.61		5.31		3.78		4.77		3.96		1.26		2.7		4.59		7.11		8.37		3.24		7.65		4.59		3.51		5.22		3.96		3.6		2.79		3.6		8.55		2.79		8.01		5.22		5.76		3.06		6.75		1.71		4.77		5.67		1.44		4.32		3.06		1.53		3.06		2.43		3.6		1.26		3.15		3.69		2.88		1.26		2.16		2.34		4.59		6.66		5.85		6.03		5.22		1.71		6.21		4.68		3.51		2.52		4.32		5.85		6.48		7.29		3.69		3.51		6.12		3.15		4.68		3.42		5.13		2.7		5.58		5.04		4.5		3.51		3.24		5.13		3.24		5.76		3.96		3.33		1.44		1.8		2.79		7.65		5.31		2.61		3.06		4.95		0.99		5.22		2.61		3.87		2.34		5.22		2.52		2.88		3.51		2.97		1.71		5.85		5.13		4.41		5.4		4.32		2.79		4.95		5.49		2.07		1.35		3.15		3.69		3.33		3.24		5.22		4.32		1.44		1.44		2.52		6.03		5.4		4.86		2.97		4.23		0.99		6.21		4.95		2.97		3.42		3.06		0.45		5.76		7.65		2.52		1.98		7.47		3.15		6.03		2.43		5.22		4.5		5.04		4.59		3.78		1.62		3.24		3.06		2.61		5.58		6.39		5.67		1.71		3.51		4.23		7.92		3.78		4.59		2.25		5.49		1.8		7.56		2.7		5.13		4.23		6.93		0.54		2.88		5.31		3.06		3.33		6.66		1.8		5.58		3.33		5.04		3.42		5.94		4.86		1.89		1.35		2.79		5.04		3.24		1.08		6.12		5.22		1.08		2.25		4.41		7.2		2.7		3.87		2.97		3.51		1.08		7.02		4.05		5.22		4.41		6.21		5.94		6.03		1.62		5.13		4.5		4.5		6.93		3.69		5.4		2.97		5.76		3.6		4.59		2.25		1.17		2.25		2.07		0.99		1.08		4.05		2.16		1.17		1.44		3.06		3.69		8.46		6.39		6.21		4.68		2.61

		C		11		3.06		3.06		0.99		2.16		2.16		7.92		1.53		7.83		7.83		2.61		1.17		2.07		1.44		6.57		7.92		2.43		6.39		6.39		5.76		5.31		1.26		3.06		0.72		0.72		2.52		1.71		2.52		0.99		0.99		1.8		7.83		2.61		8.01		1.71		7.38		3.42		1.98		1.26		3.6		2.88		7.74		6.84		6.93		5.58		2.97		3.24		7.11		1.71		6.84		7.02		6.03		7.02		7.02		5.04		1.98		1.62		6.39		0.81		0.72		2.97		2.88		2.43		0.99		1.08		7.65		7.65		6.84		5.94		5.94		2.79		6.21		3.51		1.71		6.21		1.62		3.42		5.76		5.76		2.97		1.89		5.94		6.03		1.8		5.67		2.25		7.47		7.65		7.65		6.66		3.33		1.35		2.16		0.72		0.72		7.2		7.29		6.3		1.8		1.08		6.66		1.71		5.67		1.26		6.66		0.72		7.29		6.84		1.35		7.38		5.22		5.94		2.43		5.58		1.8		2.52		7.74		7.65		7.38		2.52		7.74		6.57		4.86		3.6		1.98		0.72		1.17		6.12		0.63		0.81		5.22		2.16		1.35		2.61		4.68		7.29		1.62		2.79		1.62		5.31		0.63		6.93		6.3		1.44		6.93		1.8		3.33		2.25		3.87		2.16		1.53		5.58		6.57		5.85		6.21		2.7		7.29		7.38		7.47		6.03		1.17		1.26		1.62		0.72		0.63		6.21		5.31		6.3		1.08		1.53		2.07		1.44		2.97		1.62		5.94		0.63		6.21		5.13		1.35		6.3		5.31		2.88		1.62		5.67		1.17		1.17		6.48		7.74		2.25		3.15		6.03		7.2		7.65		7.65		6.39		3.51		1.17		2.52		0.72		0.72		7.56		7.56		6.03		1.17		1.26		1.62		1.98		5.85		1.26		7.65		0.63		3.6		2.79		1.17		3.6		1.71		7.11		3.06		5.94		6.93		7.56		2.25		6.3		1.26		6.48		8.01		3.15		7.65		7.65		6.3		3.33		1.17		1.71		0.72		0.72		7.02		5.4		7.02		1.08		2.7		7.65		7.65		1.44		6.03		7.65		1.44

		C		12		4.86		4.95		5.04		2.61		4.05		7.2		4.86		6.48		6.39		6.48		2.43		2.43		2.97		6.3		4.68		5.49		5.22		2.25		5.67		1.35		5.22		4.32		0.99		4.14		3.33		2.25		3.69		3.42		3.15		4.5		6.3		4.59		6.21		2.88		6.3		4.77		4.77		4.5		3.15		3.87		6.84		3.24		6.03		5.85		5.85		6.21		5.85		2.79		5.85		5.76		2.7		4.86		4.86		4.41		2.43		4.5		4.95		1.35		2.52		4.86		4.5		5.04		4.14		3.78		3.51		6.84		4.59		6.48		2.7		5.13		5.76		5.04		4.77		5.94		5.85		4.32		6.66		3.15		1.98		3.6		6.84		6.93		6.57		5.31		3.06		5.4		4.68		4.77		4.14		1.62		4.59		4.77		1.35		0.9		3.87		2.79		4.23		3.33		4.05		4.59		4.68		3.87		4.32		3.78		3.06		3.42		3.69		4.32		3.69		2.97		4.59		5.22		5.4		4.05		5.58		7.74		4.86		5.94		3.33		3.06		6.66		5.31		5.22		5.4		1.17		4.86		5.58		1.26		0.9		4.32		3.51		4.68		3.42		4.59		2.7		3.06		4.14		4.41		3.78		4.23		4.86		5.31		4.59		3.51		4.5		2.43		2.52		4.14		3.15		3.51		7.74		5.49		7.2		5.85		5.58		2.88		5.13		5.04		5.31		2.88		4.77		4.32		1.8		0.9		4.59		4.68		5.49		4.68		3.78		5.04		2.97		3.78		2.97		3.6		2.7		4.68		4.23		3.96		4.05		5.22		3.6		5.76		2.16		2.43		2.43		7.56		4.05		4.5		2.52		7.29		1.98		5.13		4.05		5.13		1.44		4.23		5.58		1.44		2.7		5.22		4.05		5.31		3.15		5.49		5.4		2.97		3.96		3.33		4.14		1.89		6.39		6.48		5.49		5.94		5.67		6.84		5.49		5.67		7.47		7.47		2.34		2.88		4.5		5.58		5.31		4.77		5.58		5.13		5.76		1.35		5.67		4.86		1.35		0.9		5.94		6.3		5.31		4.59		5.58		4.05		4.23		4.68		4.77		3.78		6.57

		D		1		4.77		5.49		1.53		4.95		5.13		7.2		6.57		6.3		7.47		7.56		2.43		2.43		1.44		7.56		7.65		7.11		6.84		5.58		1.35		2.7		3.42		2.7		6.3		0.9		5.49		3.69		1.44		2.7		0.9		4.86		5.67		5.13		5.13		6.03		5.94		3.96		5.22		3.06		5.13		0.9		6.12		5.49		5.31		6.48		5.94		4.95		7.02		1.44		3.78		6.21		5.49		4.59		6.57		1.44		2.52		3.96		0.9		2.07		0.9		3.06		1.26		5.13		3.24		0.9		3.51		6.3		2.25		6.48		4.32		3.87		3.87		5.58		1.62		3.96		0.99		3.96		5.85		7.11		5.04		5.58		6.66		5.49		5.04		3.33		2.34		5.49		3.69		5.04		1.71		2.34		2.34		1.62		2.61		0.9		3.69		3.78		2.88		1.35		0.9		5.76		1.8		3.06		1.8		4.95		1.35		4.68		1.26		6.57		3.06		1.26		5.58		2.88		6.39		2.25		2.43		8.01		6.75		5.31		3.33		5.67		3.6		5.94		6.21		2.16		2.7		0.99		0.9		1.44		0.99		1.98		1.98		1.26		1.89		0.9		5.76		3.6		3.87		2.07		5.4		3.42		4.59		6.39		4.86		6.21		0.99		2.34		5.4		2.7		2.61		2.79		5.04		5.49		6.03		5.76		3.33		5.04		4.59		5.67		5.04		6.03		1.08		0.9		4.23		0.99		3.24		5.58		3.42		1.26		0.9		5.49		2.88		4.41		4.95		2.88		2.25		5.13		1.62		6.57		2.97		0.9		3.51		3.6		6.75		2.52		5.67		6.84		3.15		6.75		2.88		5.31		6.21		6.21		5.94		5.22		6.03		0.99		1.89		0.99		0.9		5.49		1.62		5.13		2.16		0.9		5.13		1.44		5.13		1.53		5.85		2.07		5.58		5.58		6.48		6.48		0.9		6.84		6.12		2.43		6.57		5.04		1.8		5.13		1.53		6.84		6.93		6.93		4.23		5.22		5.31		3.69		2.52		0.9		1.8		0.9		2.43		1.53		2.43		1.44		0.9		1.89		6.39		2.16		4.41		2.43		2.43

		D		2		8.1		2.97		0.99		8.19		5.58		8.19		4.41		3.69		8.1		7.2		0.9		5.22		1.8		6.03		7.11		2.61		7.2		5.94		3.51		3.42		5.4		8.1		5.67		3.15		4.32		5.58		3.42		2.16		4.23		3.96		8.19		5.49		8.1		0.9		6.39		6.12		3.87		2.25		6.75		1.26		6.93		3.15		5.49		6.03		6.21		1.89		5.13		2.97		5.31		6.57		2.97		5.85		5.85		2.88		0.9		3.06		7.2		8.19		0.9		4.14		2.61		4.14		0.9		0.9		3.78		8.19		3.87		5.85		0		8.1		4.05		4.05		3.24		0.9		2.07		4.23		2.34		7.2		2.43		0.9		8.91		6.48		5.13		2.16		4.14		6.93		6.75		8.1		1.98		0.81		0.09		6.75		6.75		4.77		6.84		6.84		0.9		0		5.13		4.05		6.57		2.43		7.38		0.9		8.19		6.3		2.16		0.9		6.39		3.24		4.05		2.34		7.2		4.05		2.16		9		6.12		9		5.76		5.85		6.57		7.11		6.12		0.9		2.25		0.9		3.69		2.43		4.41		6.66		5.13		0.9		0.09		2.25		6.39		1.89		5.4		5.4		2.7		7.02		6.57		3.87		5.31		3.69		3.6		3.78		6.84		5.31		5.22		3.69		8.1		6.57		4.05		2.07		2.16		4.14		8.19		8.19		3.33		3.33		2.07		4.86		2.52		4.05		6.03		4.32		2.43		0		2.52		6.21		3.15		5.76		3.96		2.43		2.43		5.13		2.07		0.09		5.04		4.95		2.88		5.58		5.58		3.69		2.52		8.1		6.03		7.02		3.6		3.96		6.39		5.22		5.22		3.69		0.09		2.34		6.93		4.23		0		3.78		2.07		0.9		0.09		2.25		6.48		5.13		2.07		3.69		0.9		2.07		7.65		0.9		0		8.19		3.87		6.66		5.13		3.78		7.38		5.22		3.78		5.04		4.14		5.76		4.77		3.51		6.75		6.75		2.16		2.16		4.32		7.02		3.87		0.09		3.69		3.6		0.9		0.9		5.04		6.21		5.85		2.97		5.85		0.9		3.87

		D		3		6.75		5.4		3.6		6.57		2.07		4.77		1.71		4.14		4.32		3.87		3.96		4.86		3.78		4.68		5.22		3.69		3.96		3.96		4.32		3.15		2.97		1.44		0.9		0.9		3.33		3.33		4.41		2.88		1.71		2.16		5.04		5.94		4.23		4.05		3.15		6.66		4.86		4.59		6.66		4.77		5.76		2.97		3.51		5.13		2.61		3.15		5.76		3.6		4.32		3.06		1.98		5.13		4.68		5.31		3.6		4.23		2.79		0.9		0.9		4.23		3.51		3.69		2.16		1.35		3.69		3.51		3.96		2.88		3.78		1.62		6.12		4.14		3.51		5.85		5.49		3.78		1.44		3.87		2.43		1.98		5.94		1.8		5.13		5.04		5.58		4.05		5.85		5.94		3.15		3.24		3.33		4.95		0.99		0.9		4.41		4.23		2.43		2.07		3.24		3.96		3.42		4.05		2.97		3.24		0.9		3.6		4.32		3.15		4.68		3.87		3.69		2.7		5.04		3.87		6.03		5.13		2.61		4.95		5.49		5.94		3.51		4.23		4.68		3.24		2.7		3.15		2.61		1.26		3.87		3.15		3.69		3.33		2.25		1.62		3.42		3.6		4.14		2.61		3.51		0.99		5.76		4.68		2.88		5.94		4.5		4.23		3.06		5.67		1.98		2.16		5.76		2.52		5.85		5.58		5.58		4.14		4.23		4.41		3.78		2.97		2.88		2.16		0.81		0.9		2.97		3.24		4.14		2.43		2.25		4.5		2.7		3.24		1.89		2.07		0.9		6.03		4.5		3.06		5.76		4.95		2.25		1.71		3.6		2.43		2.79		6.93		2.79		7.2		6.3		6.48		3.51		5.85		5.67		3.06		2.7		3.24		4.05		0.72		0.9		4.5		3.78		3.69		2.79		2.52		4.32		3.78		3.42		3.42		3.33		0.9		6.21		3.24		3.69		5.85		5.22		5.76		3.33		3.51		4.14		4.23		3.24		3.78		3.78		5.4		3.87		3.33		4.5		4.41		3.69		3.78		3.33		3.06		0.99		0.9		3.69		3.6		3.69		2.61		2.34		3.6		3.69		3.69		2.97		3.87		1.98

		D		4		5.85		4.59		4.77		6.12		4.86		6.12		2.16		6.48		5.76		5.13		4.14		2.88		5.85		5.31		4.86		5.04		4.05		4.23		3.87		3.6		3.87		4.68		2.61		1.71		3.33		2.97		2.79		3.33		4.05		5.94		6.3		4.32		6.84		4.32		7.29		4.59		3.96		3.78		4.68		3.69		5.58		4.14		6.12		6.03		2.52		3.24		6.39		5.58		3.87		5.58		5.76		3.69		3.51		2.88		2.88		3.6		4.05		4.5		0.54		3.51		3.42		2.7		3.6		3.78		5.67		5.58		5.58		6.3		6.48		3.78		3.51		2.79		3.42		2.61		3.78		3.33		3.15		6.12		3.42		5.94		6.48		5.31		3.6		4.14		4.95		4.23		3.24		2.52		2.7		2.61		3.69		5.04		2.43		5.22		3.24		2.7		2.7		3.42		4.5		3.69		5.22		4.23		5.49		4.5		1.62		4.05		3.42		5.13		3.6		3.78		4.23		5.22		5.58		3.6		4.86		7.02		4.05		6.93		4.14		4.05		6.75		2.52		2.61		2.7		2.43		3.51		3.33		1.17		3.6		2.25		2.34		1.8		2.7		2.88		2.07		3.69		5.04		3.87		6.03		1.53		5.49		4.41		5.58		5.58		5.67		3.15		3.33		5.13		4.32		2.97		5.94		5.04		5.85		3.15		4.05		5.31		4.59		4.32		3.78		3.42		4.59		5.04		4.86		6.03		4.23		3.96		3.69		5.31		5.85		4.14		4.23		5.22		5.76		6.48		1.89		3.42		3.51		4.14		3.6		4.32		4.14		5.4		5.67		2.79		4.23		3.96		5.31		6.57		2.16		2.43		5.67		3.78		3.6		2.97		2.88		4.14		4.59		4.23		5.58		4.14		3.96		3.42		4.23		5.31		4.14		4.05		4.77		4.41		5.4		1.62		6.03		5.31		5.31		6.39		5.4		6.03		4.5		4.23		6.39		6.3		2.61		6.57		5.85		6.03		6.75		3.87		4.95		3.78		4.77		4.77		5.04		3.96		0.72		0.63		5.13		3.51		4.68		5.49		5.67		6.57		5.58		4.14		5.85		4.41		5.22

		D		5		4.23		4.77		1.62		3.42		5.67		6.84		1.08		5.04		4.77		7.29		1.62		6.57		3.51		5.22		7.02		5.31		5.67		6.48		5.76		3.06		1.8		6.93		1.89		0.9		3.69		7.2		5.22		3.33		6.03		6.12		6.93		5.49		6.39		3.96		3.78		5.67		2.61		5.4		3.33		5.58		5.4		2.52		3.33		6.12		7.02		2.7		4.14		3.96		4.23		6.12		5.85		3.6		6.03		2.25		1.17		1.35		2.34		2.52		1.17		4.77		6.48		1.53		3.15		1.62		2.7		6.48		5.58		5.94		3.69		3.15		4.68		3.96		5.67		7.65		2.97		2.97		2.07		5.85		3.06		3.69		6.75		7.29		7.38		3.51		2.07		6.48		5.94		7.02		3.6		5.22		3.06		3.78		1.89		0.9		6.3		7.2		6.48		2.52		3.15		1.98		3.69		1.71		4.95		2.34		1.53		7.02		3.42		3.96		7.11		6.03		3.51		3.42		3.15		2.52		3.69		6.57		7.65		3.6		2.34		1.35		6.57		5.04		6.48		3.15		2.52		3.06		5.94		3.06		0.9		5.13		6.03		1.89		2.7		6.12		1.53		5.4		6.39		5.85		5.67		3.78		1.44		4.77		4.32		5.31		3.96		3.42		1.35		2.88		1.62		0.99		4.5		5.94		4.5		1.98		1.35		4.95		1.98		5.4		3.33		3.24		4.14		6.48		2.88		0.9		4.14		6.12		6.93		3.78		5.13		3.96		4.41		3.87		4.86		2.52		3.15		4.59		3.6		4.86		6.93		7.11		3.87		2.43		6.57		1.53		1.89		6.84		5.31		7.38		2.61		2.16		4.86		5.76		6.93		5.31		1.44		5.67		5.4		6.12		0.9		7.74		6.84		5.31		2.79		6.57		4.32		2.97		1.62		3.24		2.34		2.52		1.26		2.52		4.41		5.67		5.04		6.39		1.62		2.16		5.94		7.74		2.25		5.13		4.05		4.68		6.66		6.48		5.67		7.65		3.69		2.7		5.22		5.76		0.9		0.9		6.84		6.75		4.14		4.86		6.21		3.6		6.12		5.4		5.13		5.67		2.97

		D		7		6.48		2.7		3.6		5.49		3.6		5.94		3.78		5.85		6.12		6.66		2.7		3.6		2.79		5.85		7.38		3.78		5.76		5.85		2.34		4.05		3.96		5.13		1.08		0.99		3.6		3.33		2.43		1.89		3.15		3.33		5.4		2.07		5.94		2.07		5.85		5.94		2.43		3.06		6.12		5.94		6.03		4.95		5.58		5.04		6.57		2.88		3.69		3.33		5.49		3.24		3.96		5.67		5.85		3.15		1.71		3.51		4.23		1.71		0.9		4.05		3.33		1.8		2.16		3.6		4.05		5.13		3.78		5.4		3.87		4.23		6.03		3.33		5.22		4.77		4.95		4.14		3.51		5.85		3.24		3.06		7.47		1.17		6.48		4.86		5.22		3.78		5.76		4.05		2.07		3.69		5.76		5.22		1.26		2.52		4.05		2.25		1.08		2.52		4.14		3.87		3.51		4.14		2.25		4.95		4.23		6.12		4.32		5.31		4.68		4.59		2.25		3.96		6.48		2.34		2.79		7.74		1.08		6.3		3.51		6.03		3.6		5.58		4.32		2.43		1.53		5.13		5.13		2.07		1.17		3.87		1.08		0.99		2.79		2.88		2.52		1.8		4.05		1.8		5.22		2.88		5.58		3.6		4.77		5.31		5.76		2.61		5.13		5.4		3.87		5.04		5.94		1.35		6.93		3.78		3.15		5.04		5.4		5.4		1.62		1.17		2.88		5.31		1.17		0.99		3.69		2.97		0.9		1.62		2.7		2.61		3.42		3.87		3.33		4.86		3.96		6.57		4.77		5.76		4.95		5.22		1.71		3.69		5.49		3.33		2.52		5.94		3.96		7.29		1.98		3.69		2.97		6.03		3.96		2.07		1.62		5.31		4.5		2.34		2.7		4.41		1.53		1.17		4.14		4.5		4.59		2.79		4.77		4.14		5.13		4.23		6.12		4.32		4.41		5.58		5.49		5.76		2.16		4.59		5.49		6.3		3.42		5.22		2.7		5.49		6.84		5.04		5.67		5.49		4.32		3.42		1.62		4.23		3.33		1.35		3.96		2.79		2.88		0.9		2.16		2.16		4.77		3.15		5.31		3.51		5.49

		D		8		6.12		3.69		1.53		4.23		5.04		6.93		3.33		6.3		6.12		5.85		1.26		7.47		1.35		6.21		5.67		4.05		4.86		4.59		4.59		2.25		1.26		2.79		2.43		5.13		4.59		4.5		3.51		0.9		3.51		6.21		7.02		1.98		7.47		2.25		6.12		6.39		3.51		2.7		5.49		5.13		6.03		1.8		5.4		4.86		4.32		2.43		7.2		2.07		4.05		5.13		4.14		4.41		3.96		3.51		1.44		0.99		3.42		1.26		2.97		4.59		3.51		1.8		0.81		4.23		6.03		6.39		3.6		5.85		4.32		3.42		6.21		1.89		2.61		5.58		5.31		4.23		1.53		6.57		1.71		1.98		6.84		4.68		6.75		4.32		5.49		5.31		5.22		4.77		4.5		1.62		1.62		4.05		2.25		3.24		5.67		4.59		4.59		0.99		4.14		6.84		3.96		4.77		2.88		3.6		1.44		6.12		2.07		2.43		5.58		4.95		2.88		3.42		6.66		2.97		2.97		6.75		4.5		6.57		3.78		3.78		3.87		5.58		5.13		2.52		2.34		0.99		3.69		3.51		7.38		4.68		4.59		2.43		0.99		2.97		5.85		3.42		5.04		3.51		4.05		1.62		3.96		2.97		0.99		3.96		3.42		2.88		3.24		3.33		3.51		2.25		6.48		5.76		5.22		4.05		4.59		5.13		2.97		2.52		1.71		0.9		0.81		2.34		0.99		0.9		2.25		1.35		1.44		0.81		1.26		5.04		3.15		3.15		2.97		2.61		0.99		6.57		2.43		2.61		6.12		5.04		1.98		2.25		6.3		2.88		1.35		5.58		6.57		5.94		3.87		3.96		6.12		4.95		4.68		3.51		1.35		1.44		3.78		3.15		2.97		4.05		3.6		2.16		1.08		3.51		5.67		2.43		4.41		2.52		3.87		0.9		4.59		3.6		1.17		4.68		3.87		5.31		1.89		1.8		6.48		6.12		1.35		7.29		2.61		5.22		5.04		5.22		3.96		2.52		4.14		0.99		0.72		1.71		0.81		0.9		3.33		1.17		3.15		0.72		1.08		4.23		5.31		3.15		5.49		3.87		1.44

		D		9		6.12		2.97		2.43		6.39		1.8		7.02		5.85		5.67		6.3		6.21		3.87		5.4		3.06		6.03		3.06		3.15		5.31		5.49		2.88		3.78		4.86		2.7		0.99		1.08		4.5		3.69		2.7		4.32		1.98		4.14		6.39		6.3		6.75		6.93		1.44		6.48		4.05		6.39		6.03		2.34		5.76		4.68		3.06		5.76		6.03		5.31		6.84		2.79		7.38		7.38		4.23		5.67		6.3		4.23		3.78		6.3		2.52		1.17		5.58		5.67		4.95		3.24		4.14		3.51		5.22		6.66		5.67		7.2		7.02		3.69		6.39		3.6		4.77		5.85		2.79		2.88		3.87		5.04		2.97		3.33		7.47		2.97		6.39		2.43		3.42		3.33		4.95		4.41		2.25		2.43		4.23		3.51		1.44		4.5		4.86		3.78		1.35		4.23		2.25		3.78		5.31		3.87		6.48		5.31		2.97		5.4		2.16		3.96		6.3		2.16		3.06		3.78		3.42		2.07		2.88		7.47		2.61		7.2		5.49		6.48		3.42		4.95		5.31		1.35		3.42		5.76		4.32		1.53		4.95		3.42		5.13		1.62		4.5		2.43		5.58		5.76		4.86		5.22		5.67		3.6		4.86		3.87		5.58		6.12		4.23		2.52		3.33		4.41		2.25		2.43		7.2		2.34		6.93		2.97		3.42		5.85		6.48		5.04		1.71		3.96		6.12		3.24		2.52		1.62		3.6		4.23		1.62		4.77		2.34		3.15		5.94		5.58		4.68		6.48		1.71		6.03		3.51		4.86		5.13		2.16		5.49		5.31		3.78		2.79		3.24		6.93		6.66		6.48		3.69		2.88		3.42		4.68		5.22		1.53		3.6		4.14		4.95		1.26		1.08		4.32		3.51		0.99		3.96		2.88		2.07		5.31		4.05		5.85		5.58		2.79		6.57		5.31		3.78		4.5		2.79		6.03		3.33		3.51		5.76		5.58		5.76		6.21		3.42		6.66		7.29		2.07		6.3		6.57		5.13		3.33		6.21		3.69		1.44		1.35		5.31		5.85		1.62		3.78		2.07		4.77		6.39		5.67		6.39		4.41		1.98

		D		10		5.94		2.34		3.33		2.7		6.39		6.57		2.52		5.67		5.85		4.23		2.34		7.74		3.24		6.3		4.77		4.32		3.33		2.79		1.53		1.8		1.8		2.97		1.71		5.31		4.05		2.97		1.35		1.71		3.51		2.7		6.75		4.77		5.4		2.88		1.26		6.3		5.49		4.59		2.43		2.88		6.57		6.12		2.52		5.31		6.12		2.79		6.12		2.7		5.67		3.15		5.31		4.41		5.4		3.42		1.71		2.16		2.61		1.89		2.7		2.52		1.62		0.99		1.35		2.07		4.68		6.12		5.49		3.78		3.42		1.98		6.03		4.59		3.51		4.95		3.33		1.53		3.15		2.97		3.24		3.6		7.29		2.52		6.75		6.03		4.95		5.58		4.32		5.31		3.6		0.99		1.98		2.79		0.72		0.72		5.67		5.04		1.71		2.16		3.69		5.76		6.75		6.03		2.52		4.5		2.07		7.29		2.52		3.69		4.77		6.3		0.72		4.86		5.4		2.16		3.42		6.75		5.22		6.48		2.25		6.03		2.88		5.85		4.77		1.98		1.17		2.97		3.24		4.14		6.84		6.12		5.22		2.97		3.78		4.86		5.04		2.52		3.24		2.16		3.87		0.99		5.85		3.6		4.41		2.79		5.4		5.04		2.97		3.78		2.61		2.16		6.75		3.51		3.69		3.06		1.8		3.42		6.3		4.59		5.49		3.15		2.97		3.78		0.54		3.06		4.86		3.42		4.23		1.44		1.89		5.67		6.03		6.39		4.59		5.67		2.43		7.2		4.32		5.4		4.95		6.93		1.53		6.21		7.38		3.42		3.6		6.48		3.33		5.58		3.51		3.06		1.08		6.12		5.31		2.34		4.14		5.76		3.33		0.72		5.31		5.22		4.59		1.71		2.16		4.14		6.03		3.24		3.96		1.53		1.71		1.08		5.22		3.33		3.96		2.52		4.86		7.56		3.51		1.89		6.03		7.74		1.71		6.48		2.43		7.38		3.96		2.07		7.11		3.24		6.66		4.23		2.97		4.14		0.54		0.9		6.66		5.22		3.69		1.98		4.5		6.39		7.2		3.15		4.05		2.7		5.31

		D		11		2.88		1.44		1.08		2.97		2.16		6.75		7.2		6.21		7.11		7.92		1.44		3.15		1.44		2.34		7.83		2.97		5.67		5.58		3.24		1.53		6.39		4.68		0.72		0.63		5.31		3.51		5.22		3.06		1.62		7.11		7.38		1.62		7.38		1.71		7.38		7.38		5.76		1.08		7.38		1.53		6.75		6.84		5.4		6.12		5.49		2.79		6.57		1.62		2.97		6.21		7.02		7.2		7.11		5.76		1.62		1.17		3.96		0.72		0.72		5.49		3.33		5.49		1.17		1.08		6.12		7.56		5.85		2.79		6.57		0.72		3.51		2.97		1.26		3.78		1.44		5.76		3.42		6.48		1.98		1.35		6.84		6.57		5.85		2.97		5.94		7.56		7.47		7.56		6.57		1.44		1.89		3.69		0.72		0.72		2.7		2.34		1.8		1.35		2.79		1.89		2.34		2.7		1.44		3.51		0.63		5.94		2.97		1.62		6.12		5.13		2.97		2.07		3.78		1.26		1.17		6.93		6.03		6.93		3.33		3.78		7.65		7.29		7.29		5.85		1.62		2.25		3.42		0.72		0.72		3.15		1.71		1.44		1.08		2.52		1.98		1.35		3.6		1.53		6.03		0.72		6.66		5.94		1.26		6.75		1.89		3.87		3.51		5.4		3.51		3.24		7.29		7.11		3.42		2.79		3.69		7.38		7.2		7.11		5.94		1.44		1.17		3.06		0.63		0.72		2.34		2.34		2.43		1.08		1.26		5.94		5.49		2.61		1.89		7.02		0.63		3.24		2.43		1.53		2.07		3.33		3.69		2.43		6.12		2.43		1.8		7.74		6.84		6.75		3.06		6.3		7.47		7.56		7.38		3.87		1.08		2.61		6.84		0.63		0.72		3.24		1.89		3.24		1.44		1.35		1.89		1.98		2.97		1.44		5.49		0.72		3.24		1.53		2.52		3.33		1.8		7.29		5.85		3.6		6.21		7.38		3.33		7.56		1.89		5.76		7.92		5.13		7.74		7.74		7.02		3.87		1.08		1.08		0.72		0.72		6.3		2.97		5.4		1.35		5.31		7.38		7.56		2.88		7.83		6.3		7.2

		D		12		3.06		3.15		2.7		2.79		4.32		6.93		5.94		6.48		6.84		6.66		2.43		5.49		4.41		5.94		5.67		3.51		5.31		5.67		5.04		1.71		4.23		4.77		2.61		5.67		5.13		5.22		4.32		4.05		4.41		6.84		5.85		5.04		6.39		4.59		6.12		6.12		5.31		5.94		5.31		5.85		6.12		7.83		3.6		7.29		7.38		4.77		7.38		2.97		2.52		2.7		6.39		6.3		6.12		6.03		4.32		4.86		6.12		0.9		0.9		5.13		3.42		5.13		4.32		4.32		5.58		5.31		5.58		4.68		3.69		3.69		5.4		5.58		5.49		4.59		5.49		5.58		4.86		5.94		3.6		3.69		7.29		3.6		4.59		2.61		2.61		2.97		5.04		4.23		4.86		0.9		4.5		3.87		0.99		0.9		4.95		3.42		4.95		3.96		5.04		5.13		2.07		2.07		1.98		1.8		1.71		4.32		5.04		4.95		2.52		4.14		5.85		3.51		6.39		3.51		3.69		6.21		2.88		2.7		2.61		3.51		6.21		5.94		5.4		5.31		0.9		6.3		6.3		4.5		0.9		6.48		6.66		5.49		5.13		5.31		5.76		5.49		5.31		5.31		4.59		4.14		4.59		4.41		4.77		3.78		4.23		2.7		2.61		5.49		5.58		6.39		4.68		4.77		3.96		2.79		4.59		4.5		5.22		5.31		4.32		0.9		4.59		6.3		0.9		4.5		5.94		6.84		4.68		4.23		4.59		4.5		3.06		2.52		2.97		2.34		2.07		2.61		3.51		2.61		2.07		3.06		2.34		5.31		3.42		3.87		5.85		6.3		6.39		5.58		5.58		3.42		5.31		3.24		2.97		3.51		0.9		3.15		3.24		0.9		0.9		2.34		1.71		2.25		1.98		2.25		4.14		3.78		3.78		3.42		2.88		2.07		4.95		4.95		4.77		4.77		4.95		5.49		2.07		2.52		6.39		6.48		2.52		6.3		6.03		5.13		4.68		4.68		4.32		4.32		4.5		0.99		3.96		4.23		0.99		0.9		2.88		2.97		3.87		2.79		3.96		2.52		4.32		4.14		3.78		3.51		5.49

		means				5.7395454545		3.8536363636		3.5284090909		5.2240909091		4.3425		6.6109090909		4.1911363636		5.2568181818		6.5127272727		6.3981818182		2.1947727273		4.8047727273		2.5690909091		5.4184090909		6.1670454545		4.3322727273		5.0706818182		4.995		3.4036363636		2.8206818182		3.3422727273		3.9763636364		2.6693181818		1.98		4.4427272727		4.0295454545		3.2379545455		2.6979545455		2.9536363636		4.3813636364		6.5454545455		4.0704545455		6.4411363636		3.3484090909		5.265		5.4347727273		4.1440909091		3.7534090909		5.0584090909		3.8495454545		5.9768181818		4.0827272727		4.6268181818		5.2875		5.1054545455		3.7043181818		5.4675		3.5079545455		4.7945454545		5.4061363636		3.9436363636		5.1545454545		5.2486363636		4.0111363636		2.9659090909		3.2972727273		3.5570454545		2.1436363636		1.4440909091		4.7147727273		3.7186363636		3.6429545455		2.6877272727		2.6611363636		4.3568181818		5.7006818182		4.5940909091		5.0175		4.4427272727		3.1827272727		5.3079545455		4.0090909091		3.735		4.8313636364		3.9865909091		3.9252272727		4.2402272727		5.1934090909		3.0456818182		3.5365909091		6.7643181818		4.8354545455		5.6168181818		3.8781818182		4.2954545455		4.9193181818		5.2486363636		5.3079545455		3.6081818182		2.7		3.0538636364		4.0193181818		2.3256818182		2.0065909091		4.6063636364		4.0602272727		2.7961363636		2.4545454545		3.3770454545		4.4611363636		4.0397727273		4.4018181818		3.6429545455		4.1011363636		2.3829545455		5.4818181818		3.7820454545		3.8372727273		4.7556818182		3.9334090909		3.7472727273		3.5877272727		4.8988636364		3.0661363636		3.3954545455		6.7909090909		4.9745454545		5.9195454545		3.8127272727		4.7720454545		4.5634090909		5.1034090909		4.9295454545		3.2379545455		2.5772727273		3.2665909091		4.0479545455		2.6079545455		2.4381818182		4.4222727273		3.6347727273		2.7409090909		2.7163636364		3.4302272727		4.6902272727		3.9293181818		4.6002272727		3.6531818182		4.4181818182		2.7245454545		5.7109090909		4.6963636364		4.0520454545		5.3222727273		3.8515909091		3.33		3.2543181818		4.7925		3.0722727273		3.5079545455		6.3081818182		4.9009090909		5.5452272727		3.6552272727		4.3056818182		4.7086363636		5.2752272727		5.2118181818		3.7165909091		2.9638636364		2.9434090909		3.8270454545		2.1395454545		1.7406818182		4.3425		3.9497727273		3.1438636364		2.5077272727		3.1868181818		4.2054545455		4.1256818182		4.6779545455		3.5611363636		4.4897727273		2.34		5.5370454545		4.1768181818		3.6756818182		4.9111363636		4.095		3.0702272727		3.7943181818		5.1647727273		3.0497727273		3.6470454545		6.5290909091		4.9438636364		6.1056818182		3.4036363636		4.2647727273		4.8640909091		5.2915909091		5.0952272727		3.5611363636		2.475		3.2277272727		4.1809090909		2.6120454545		2.2193181818		4.4897727273		3.7104545455		2.8820454545		2.5302272727		3.2031818182		4.0888636364		3.7206818182		4.6820454545		3.3586363636		4.0643181818		2.4586363636		5.4879545455		4.1911363636		3.7656818182		5.2875		3.7861363636		5.8868181818		3.5918181818		3.5856818182		5.5943181818		5.6413636364		3.1193181818		5.4859090909		3.4056818182		5.0584090909		5.5227272727		4.0909090909		5.3365909091		5.0706818182		4.2525		3.0313636364		3.0231818182		3.5693181818		1.9943181818		0.945		4.815		3.87		3.6429545455		2.4545454545		3.2215909091		3.8925		5.6065909091		4.0888636364		4.9172727273		4.0131818182		3.4486363636

		Spider

						Aroma overall		Aroma wheat germ		Aroma yeasty		Aroma cereals		Aroma sourly		Appearance colour crust		Appearance wavy surfache		Appearance colour crumb		Appearance pore size		Appearance smooth		Texture/hand firm		Texture/hand elastic		Texture/mouth firm		Texture/mouth dry		Texture/mouth sticky		Texture/mouth grainy		Flavour overall		Flavour Cereal		Flavour sweet		Flavour malty		Flavour yeasty		Flavour sour		Flavour bitter		Off-Flavour		Aftertaste overall		Aftertaste Cereal		Aftertaste sweet		Aftertaste yeasty		Aftertaste sour		Afterfeeling allocating		Crust Aroma roasty		Crust Aroma malty		Crust Flavour roasty		Crust Flavour malty		Crust Flavour bitter

				Paragon/Rhizobia inn./compost		5.7395454545		3.8536363636		3.5284090909		5.2240909091		4.3425		6.6109090909		4.1911363636		5.2568181818		6.5127272727		6.3981818182		2.1947727273		4.8047727273		2.5690909091		5.4184090909		6.1670454545		4.3322727273		5.0706818182		4.995		3.4036363636		2.8206818182		3.3422727273		3.9763636364		2.6693181818		1.98		4.4427272727		4.0295454545		3.2379545455		2.6979545455		2.9536363636		4.3813636364		6.5454545455		4.0704545455		6.4411363636		3.3484090909		5.265

				Zebra/Rhizobia inn./compost		5.4347727273		4.1440909091		3.7534090909		5.0584090909		3.8495454545		5.9768181818		4.0827272727		4.6268181818		5.2875		5.1054545455		3.7043181818		5.4675		3.5079545455		4.7945454545		5.4061363636		3.9436363636		5.1545454545		5.2486363636		4.0111363636		2.9659090909		3.2972727273		3.5570454545		2.1436363636		1.4440909091		4.7147727273		3.7186363636		3.6429545455		2.6877272727		2.6611363636		4.3568181818		5.7006818182		4.5940909091		5.0175		4.4427272727		3.1827272727

				Monsun/no innoc./compost		5.3079545455		4.0090909091		3.735		4.8313636364		3.9865909091		3.9252272727		4.2402272727		5.1934090909		3.0456818182		3.5365909091		6.7643181818		4.8354545455		5.6168181818		3.8781818182		4.2954545455		4.9193181818		5.2486363636		5.3079545455		3.6081818182		2.7		3.0538636364		4.0193181818		2.3256818182		2.0065909091		4.6063636364		4.0602272727		2.7961363636		2.4545454545		3.3770454545		4.4611363636		4.0397727273		4.4018181818		3.6429545455		4.1011363636		2.3829545455

				Monsun/no innoc./no compost		5.4818181818		3.7820454545		3.8372727273		4.7556818182		3.9334090909		3.7472727273		3.5877272727		4.8988636364		3.0661363636		3.3954545455		6.7909090909		4.9745454545		5.9195454545		3.8127272727		4.7720454545		4.5634090909		5.1034090909		4.9295454545		3.2379545455		2.5772727273		3.2665909091		4.0479545455		2.6079545455		2.4381818182		4.4222727273		3.6347727273		2.7409090909		2.7163636364		3.4302272727		4.6902272727		3.9293181818		4.6002272727		3.6531818182		4.4181818182		2.7245454545

				Monsum/Rhizobia inn./compost		5.7109090909		4.6963636364		4.0520454545		5.3222727273		3.8515909091		3.33		3.2543181818		4.7925		3.0722727273		3.5079545455		6.3081818182		4.9009090909		5.5452272727		3.6552272727		4.3056818182		4.7086363636		5.2752272727		5.2118181818		3.7165909091		2.9638636364		2.9434090909		3.8270454545		2.1395454545		1.7406818182		4.3425		3.9497727273		3.1438636364		2.5077272727		3.1868181818		4.2054545455		4.1256818182		4.6779545455		3.5611363636		4.4897727273		2.34

				Monsun/Rhizobia inn../no compost		5.5370454545		4.1768181818		3.6756818182		4.9111363636		4.095		3.0702272727		3.7943181818		5.1647727273		3.0497727273		3.6470454545		6.5290909091		4.9438636364		6.1056818182		3.4036363636		4.2647727273		4.8640909091		5.2915909091		5.0952272727		3.5611363636		2.475		3.2277272727		4.1809090909		2.6120454545		2.2193181818		4.4897727273		3.7104545455		2.8820454545		2.5302272727		3.2031818182		4.0888636364		3.7206818182		4.6820454545		3.3586363636		4.0643181818		2.4586363636

				Fasan/Rhizobia inn./compost		5.4879545455		4.1911363636		3.7656818182		5.2875		3.7861363636		5.8868181818		3.5918181818		3.5856818182		5.5943181818		5.6413636364		3.1193181818		5.4859090909		3.4056818182		5.0584090909		5.5227272727		4.0909090909		5.3365909091		5.0706818182		4.2525		3.0313636364		3.0231818182		3.5693181818		1.9943181818		0.945		4.815		3.87		3.6429545455		2.4545454545		3.2215909091		3.8925		5.6065909091		4.0888636364		4.9172727273		4.0131818182		3.4486363636





Variance analysis

		

		Analysis: Attribute AR-overall

		Analysis of variance

		Sources of variation		D.F.		S.S.		M.S.		Comp. F		Proba.

		Product		6		6.12		1.02		0.64		0.7008

		Residuals		301		482.29		1.6

		Total		307		488.41

		Analysis: Attribute AR-wheat germ

		Analysis of variance

		Sources of variation		D.F.		S.S.		M.S.		Comp. F		Proba.

		Product		6		23.69		3.95		2.15		0,0476   *

		Residuals		301		552.34		1.84

		Total		307		576.04

		*   significant at 5 %

		**  significant at 1 %

		*** significant at 0,1 %

		L.S.D. at 5% on Factor Product Attribute AR-wheat germ

		The difference between levels with same letter is not significant

		L.S.D.:    0,57

		Comparison

		Level		Size		Mean		Groups

		2a-Var-3		44		4.7		A

		2a-Var-4		44		4.19		AB

		2b-Var-3		44		4.18		AB

		2a-Var-2		44		4.14		AB

		1a-Var-3		44		4.01		B

		2a-Var-1		44		3.85		B

		1b-Var-3		44		3.78		B

		Duncan test at 5% on Factor Product Attribute AR-wheat germ

		Compared values		Range value

		2		0.57

		3		0.6

		4		0.62

		5		0.63

		6		0.64

		7		0.65

		Analysis: Attribute AR-yeasty

		Analysis of variance

		Sources of variation		D.F.		S.S.		M.S.		Comp. F		Proba.

		Product		6		6.71		1.12		0.43		0.856

		Residuals		301		776.19		2.58

		Total		307		782.91

		Analysis: Attribute AR-Cereal

		Analysis of variance

		Sources of variation		D.F.		S.S.		M.S.		Comp. F		Proba.

		Product		6		13.83		2.31		1.15		0.333

		Residuals		301		603.21		2

		Total		307		617.05

		Analysis: Attribute AR-sour

		Analysis of variance

		Sources of variation		D.F.		S.S.		M.S.		Comp. F		Proba.

		Product		6		9.59		1.6		0.61		0.7258

		Residuals		301		794.15		2.64

		Total		307		803.74

		Analysis: Attribute AP-crust-colour

		Analysis of variance

		Sources of variation		D.F.		S.S.		M.S.		Comp. F		Proba.

		Product		6		559.4		93.23		54.58		<0,0001 ***

		Residuals		301		514.2		1.71

		Total		307		1073.6

		*   significant at 5 %

		**  significant at 1 %

		*** significant at 0,1 %

		L.S.D. at 5% on Factor Product Attribute AP-crust-colour

		The difference between levels with same letter is not significant

		L.S.D.:    0,55

		Comparison

		Level		Size		Mean		Groups

		2a-Var-1		44		6.61		A

		2a-Var-2		44		5.98		B

		2a-Var-4		44		5.89		B

		1a-Var-3		44		3.93		C

		1b-Var-3		44		3.75		CD

		2a-Var-3		44		3.33		DE

		2b-Var-3		44		3.07		E

		Duncan test at 5% on Factor Product Attribute AP-crust-colour

		Compared values		Range value

		2		0.55

		3		0.57

		4		0.59

		5		0.61

		6		0.62

		7		0.63

		Analysis: Attribute AP-crust-surfac

		Analysis of variance

		Sources of variation		D.F.		S.S.		M.S.		Comp. F		Proba.

		Product		6		35.64		5.94		2.42		0,0266   *

		Residuals		301		738.35		2.45

		Total		307		773.99

		*   significant at 5 %

		**  significant at 1 %

		*** significant at 0,1 %

		L.S.D. at 5% on Factor Product Attribute AP-crust-surfac

		The difference between levels with same letter is not significant

		L.S.D.:    0,65

		Comparison

		Level		Size		Mean		Groups

		1a-Var-3		44		4.24		A

		2a-Var-1		44		4.19		A

		2a-Var-2		44		4.08		A

		2b-Var-3		44		3.79		AB

		2a-Var-4		44		3.59		AB

		1b-Var-3		44		3.59		AB

		2a-Var-3		44		3.25		B

		Duncan test at 5% on Factor Product Attribute AP-crust-surfac

		Compared values		Range value

		2		0.65

		3		0.69

		4		0.71

		5		0.73

		6		0.74

		7		0.75

		Analysis: Attribute AP-crumb-colour

		Analysis of variance

		Sources of variation		D.F.		S.S.		M.S.		Comp. F		Proba.

		Product		6		88.44		14.74		7.34		<0,0001 ***

		Residuals		301		604.63		2.01

		Total		307		693.07

		*   significant at 5 %

		**  significant at 1 %

		*** significant at 0,1 %

		L.S.D. at 5% on Factor Product Attribute AP-crumb-colour

		The difference between levels with same letter is not significant

		L.S.D.:    0,59

		Comparison

		Level		Size		Mean		Groups

		2a-Var-1		44		5.26		A

		1a-Var-3		44		5.19		AB

		2b-Var-3		44		5.16		AB

		1b-Var-3		44		4.9		AB

		2a-Var-3		44		4.79		AB

		2a-Var-2		44		4.63		B

		2a-Var-4		44		3.59		C

		Duncan test at 5% on Factor Product Attribute AP-crumb-colour

		Compared values		Range value

		2		0.59

		3		0.62

		4		0.64

		5		0.66

		6		0.67

		7		0.68

		Analysis: Attribute AP-crumb-pores

		Analysis of variance

		Sources of variation		D.F.		S.S.		M.S.		Comp. F		Proba.

		Product		6		601.96		100.33		90.06		<0,0001 ***

		Residuals		301		335.3		1.11

		Total		307		937.26

		*   significant at 5 %

		**  significant at 1 %

		*** significant at 0,1 %

		L.S.D. at 5% on Factor Product Attribute AP-crumb-pores

		The difference between levels with same letter is not significant

		L.S.D.:    0,44

		Comparison

		Level		Size		Mean		Groups

		2a-Var-1		44		6.51		A

		2a-Var-4		44		5.59		B

		2a-Var-2		44		5.29		B

		2a-Var-3		44		3.07		C

		1b-Var-3		44		3.07		C

		2b-Var-3		44		3.05		C

		1a-Var-3		44		3.05		C

		Duncan test at 5% on Factor Product Attribute AP-crumb-pores

		Compared values		Range value

		2		0.44

		3		0.46

		4		0.48

		5		0.49

		6		0.5

		7		0.51

		Analysis: Attribute AP-crumb-struct

		Analysis of variance

		Sources of variation		D.F.		S.S.		M.S.		Comp. F		Proba.

		Product		6		401.37		66.89		31.57		<0,0001 ***

		Residuals		301		637.89		2.12

		Total		307		1039.26

		*   significant at 5 %

		**  significant at 1 %

		*** significant at 0,1 %

		L.S.D. at 5% on Factor Product Attribute AP-crumb-struct

		The difference between levels with same letter is not significant

		L.S.D.:    0,61

		Comparison

		Level		Size		Mean		Groups

		2a-Var-1		44		6.4		A

		2a-Var-4		44		5.64		B

		2a-Var-2		44		5.11		B

		2b-Var-3		44		3.65		C

		1a-Var-3		44		3.54		C

		2a-Var-3		44		3.51		C

		1b-Var-3		44		3.4		C

		Duncan test at 5% on Factor Product Attribute AP-crumb-struct

		Compared values		Range value

		2		0.61

		3		0.64

		4		0.66

		5		0.68

		6		0.69

		7		0.7

		Analysis: Attribute T-hand-firm

		Analysis of variance

		Sources of variation		D.F.		S.S.		M.S.		Comp. F		Proba.

		Product		6		1030.94		171.82		132.64		<0,0001 ***

		Residuals		301		389.91		1.3

		Total		307		1420.86

		*   significant at 5 %

		**  significant at 1 %

		*** significant at 0,1 %

		L.S.D. at 5% on Factor Product Attribute T-hand-firm

		The difference between levels with same letter is not significant

		L.S.D.:    0,48

		Comparison

		Level		Size		Mean		Groups

		1b-Var-3		44		6.79		A

		1a-Var-3		44		6.76		AB

		2b-Var-3		44		6.53		AB

		2a-Var-3		44		6.31		B

		2a-Var-2		44		3.7		C

		2a-Var-4		44		3.12		D

		2a-Var-1		44		2.19		E

		Duncan test at 5% on Factor Product Attribute T-hand-firm

		Compared values		Range value

		2		0.48

		3		0.5

		4		0.52

		5		0.53

		6		0.54

		7		0.55

		Analysis: Attribute T-hand-elastic

		Analysis of variance

		Sources of variation		D.F.		S.S.		M.S.		Comp. F		Proba.

		Product		6		22.4		3.73		1.23		0.2913

		Residuals		301		914.62		3.04

		Total		307		937.02

		Analysis: Attribute T-mouth-firm

		Analysis of variance

		Sources of variation		D.F.		S.S.		M.S.		Comp. F		Proba.

		Product		6		556.5		92.75		49.77		<0,0001 ***

		Residuals		301		560.91		1.86

		Total		307		1117.41

		*   significant at 5 %

		**  significant at 1 %

		*** significant at 0,1 %

		L.S.D. at 5% on Factor Product Attribute T-mouth-firm

		The difference between levels with same letter is not significant

		L.S.D.:    0,57

		Comparison

		Level		Size		Mean		Groups

		2b-Var-3		44		6.11		A

		1b-Var-3		44		5.92		A

		1a-Var-3		44		5.62		A

		2a-Var-3		44		5.55		A

		2a-Var-2		44		3.51		B

		2a-Var-4		44		3.41		B

		2a-Var-1		44		2.57		C

		Duncan test at 5% on Factor Product Attribute T-mouth-firm

		Compared values		Range value

		2		0.57

		3		0.6

		4		0.62

		5		0.64

		6		0.65

		7		0.66

		Analysis: Attribute T-mouth-dry

		Analysis of variance

		Sources of variation		D.F.		S.S.		M.S.		Comp. F		Proba.

		Product		6		162.99		27.16		14.95		<0,0001 ***

		Residuals		301		546.85		1.82

		Total		307		709.83

		*   significant at 5 %

		**  significant at 1 %

		*** significant at 0,1 %

		L.S.D. at 5% on Factor Product Attribute T-mouth-dry

		The difference between levels with same letter is not significant

		L.S.D.:    0,56

		Comparison

		Level		Size		Mean		Groups

		2a-Var-1		44		5.42		A

		2a-Var-4		44		5.06		AB

		2a-Var-2		44		4.79		B

		1a-Var-3		44		3.88		C

		1b-Var-3		44		3.81		C

		2a-Var-3		44		3.66		C

		2b-Var-3		44		3.4		C

		Duncan test at 5% on Factor Product Attribute T-mouth-dry

		Compared values		Range value

		2		0.56

		3		0.59

		4		0.61

		5		0.63

		6		0.64

		7		0.65

		Analysis: Attribute T-mouth-sticky

		Analysis of variance

		Sources of variation		D.F.		S.S.		M.S.		Comp. F		Proba.

		Product		6		147.89		24.65		10.72		<0,0001 ***

		Residuals		301		691.92		2.3

		Total		307		839.8

		*   significant at 5 %

		**  significant at 1 %

		*** significant at 0,1 %

		L.S.D. at 5% on Factor Product Attribute T-mouth-sticky

		The difference between levels with same letter is not significant

		L.S.D.:    0,63

		Comparison

		Level		Size		Mean		Groups

		2a-Var-1		44		6.17		A

		2a-Var-4		44		5.52		B

		2a-Var-2		44		5.41		B

		1b-Var-3		44		4.77		C

		2a-Var-3		44		4.31		C

		1a-Var-3		44		4.3		C

		2b-Var-3		44		4.26		C

		Duncan test at 5% on Factor Product Attribute T-mouth-sticky

		Compared values		Range value

		2		0.63

		3		0.67

		4		0.69

		5		0.71

		6		0.72

		7		0.73

		Analysis: Attribute T-mouth-grainy

		Analysis of variance

		Sources of variation		D.F.		S.S.		M.S.		Comp. F		Proba.

		Product		6		37.84		6.31		2.52		0,0217   *

		Residuals		301		754.75		2.51

		Total		307		792.6

		*   significant at 5 %

		**  significant at 1 %

		*** significant at 0,1 %

		L.S.D. at 5% on Factor Product Attribute T-mouth-grainy

		The difference between levels with same letter is not significant

		L.S.D.:    0,66

		Comparison

		Level		Size		Mean		Groups

		1a-Var-3		44		4.92		A

		2b-Var-3		44		4.86		A

		2a-Var-3		44		4.71		AB

		1b-Var-3		44		4.56		ABC

		2a-Var-1		44		4.33		ABC

		2a-Var-4		44		4.09		BC

		2a-Var-2		44		3.94		C

		Duncan test at 5% on Factor Product Attribute T-mouth-grainy

		Compared values		Range value

		2		0.66

		3		0.7

		4		0.72

		5		0.74

		6		0.75

		7		0.76

		Analysis: Attribute FL-overall

		Analysis of variance

		Sources of variation		D.F.		S.S.		M.S.		Comp. F		Proba.

		Product		6		2.74		0.46		0.29		0.9428

		Residuals		301		478.4		1.59

		Total		307		481.14

		Analysis: Attribute FL-cereal

		Analysis of variance

		Sources of variation		D.F.		S.S.		M.S.		Comp. F		Proba.

		Product		6		5.07		0.84		0.4		0.8813

		Residuals		301		641.79		2.13

		Total		307		646.86

		Analysis: Attribute FL-sweet

		Analysis of variance

		Sources of variation		D.F.		S.S.		M.S.		Comp. F		Proba.

		Product		6		32.11		5.35		2.51		0,0218   *

		Residuals		301		640.73		2.13

		Total		307		672.83

		*   significant at 5 %

		**  significant at 1 %

		*** significant at 0,1 %

		L.S.D. at 5% on Factor Product Attribute FL-sweet

		The difference between levels with same letter is not significant

		L.S.D.:    0,61

		Comparison

		Level		Size		Mean		Groups

		2a-Var-4		44		4.25		A

		2a-Var-2		44		4.01		AB

		2a-Var-3		44		3.72		ABC

		1a-Var-3		44		3.61		BC

		2b-Var-3		44		3.56		BC

		2a-Var-1		44		3.4		BC

		1b-Var-3		44		3.24		C

		Duncan test at 5% on Factor Product Attribute FL-sweet

		Compared values		Range value

		2		0.61

		3		0.64

		4		0.66

		5		0.68

		6		0.69

		7		0.7

		Analysis: Attribute FL-malty

		Analysis of variance

		Sources of variation		D.F.		S.S.		M.S.		Comp. F		Proba.

		Product		6		12.01		2		1.03		0.4032

		Residuals		301		582.71		1.94

		Total		307		594.72

		Analysis: Attribute FL-yeasty

		Analysis of variance

		Sources of variation		D.F.		S.S.		M.S.		Comp. F		Proba.

		Product		6		6.37		1.06		0.39		0.8855

		Residuals		301		820.16		2.72

		Total		307		826.53

		Analysis: Attribute FL-sour

		Analysis of variance

		Sources of variation		D.F.		S.S.		M.S.		Comp. F		Proba.

		Product		6		15.45		2.57		1.06		0.3867

		Residuals		301		730.98		2.43

		Total		307		746.42

		Analysis: Attribute FL-bitter

		Analysis of variance

		Sources of variation		D.F.		S.S.		M.S.		Comp. F		Proba.

		Product		6		19.84		3.31		1.01		0.4174

		Residuals		301		983.44		3.27

		Total		307		1003.28

		Analysis: Attribute FL-off-flavour

		Analysis of variance

		Sources of variation		D.F.		S.S.		M.S.		Comp. F		Proba.

		Product		6		66.66		11.11		4.13		0,0005 ***

		Residuals		301		809.01		2.69

		Total		307		875.67

		*   significant at 5 %

		**  significant at 1 %

		*** significant at 0,1 %

		L.S.D. at 5% on Factor Product Attribute FL-off-flavour

		The difference between levels with same letter is not significant

		L.S.D.:    0,69

		Comparison

		Level		Size		Mean		Groups

		1b-Var-3		44		2.44		A

		2b-Var-3		44		2.22		AB

		1a-Var-3		44		2.01		ABC

		2a-Var-1		44		1.98		ABC

		2a-Var-3		44		1.74		BC

		2a-Var-2		44		1.44		CD

		2a-Var-4		44		0.94		D

		Duncan test at 5% on Factor Product Attribute FL-off-flavour

		Compared values		Range value

		2		0.69

		3		0.72

		4		0.75

		5		0.76

		6		0.78

		7		0.79

		Analysis: Attribute AT-overall

		Analysis of variance

		Sources of variation		D.F.		S.S.		M.S.		Comp. F		Proba.

		Product		6		7.7		1.28		0.75		0.6099

		Residuals		301		515.13		1.71

		Total		307		522.83

		Analysis: Attribute AT-cereal

		Analysis of variance

		Sources of variation		D.F.		S.S.		M.S.		Comp. F		Proba.

		Product		6		7.47		1.24		0.54		0.7758

		Residuals		301		690.85		2.3

		Total		307		698.32

		Analysis: Attribute AT-sweet

		Analysis of variance

		Sources of variation		D.F.		S.S.		M.S.		Comp. F		Proba.

		Product		6		37.75		6.29		2.24		0,0398   *

		Residuals		301		847.07		2.81

		Total		307		884.82

		*   significant at 5 %

		**  significant at 1 %

		*** significant at 0,1 %

		L.S.D. at 5% on Factor Product Attribute AT-sweet

		The difference between levels with same letter is not significant

		L.S.D.:    0,70

		Comparison

		Level		Size		Mean		Groups

		2a-Var-4		44		3.64		A

		2a-Var-2		44		3.64		A

		2a-Var-1		44		3.24		AB

		2a-Var-3		44		3.14		AB

		2b-Var-3		44		2.88		B

		1a-Var-3		44		2.8		B

		1b-Var-3		44		2.74		B

		Duncan test at 5% on Factor Product Attribute AT-sweet

		Compared values		Range value

		2		0.7

		3		0.74

		4		0.76

		5		0.78

		6		0.8

		7		0.81

		Analysis: Attribute AT-yeasty

		Analysis of variance

		Sources of variation		D.F.		S.S.		M.S.		Comp. F		Proba.

		Product		6		3.66		0.61		0.29		0.9414

		Residuals		301		633.52		2.1

		Total		307		637.18

		Analysis: Attribute AT-sour

		Analysis of variance

		Sources of variation		D.F.		S.S.		M.S.		Comp. F		Proba.

		Product		6		18.34		3.06		1.17		0.3235

		Residuals		301		788.14		2.62

		Total		307		806.48

		Analysis: Attribute AF-allocating

		Analysis of variance

		Sources of variation		D.F.		S.S.		M.S.		Comp. F		Proba.

		Product		6		17.93		2.99		1.13		0.3433

		Residuals		301		794.51		2.64

		Total		307		812.44

		Analysis: Attribute crust-AR-roasty

		Analysis of variance

		Sources of variation		D.F.		S.S.		M.S.		Comp. F		Proba.

		Product		6		328.39		54.73		26.18		<0,0001 ***

		Residuals		301		629.22		2.09

		Total		307		957.61

		*   significant at 5 %

		**  significant at 1 %

		*** significant at 0,1 %

		L.S.D. at 5% on Factor Product Attribute crust-AR-roasty

		The difference between levels with same letter is not significant

		L.S.D.:    0,60

		Comparison

		Level		Size		Mean		Groups

		2a-Var-1		44		6.55		A

		2a-Var-2		44		5.7		B

		2a-Var-4		44		5.61		B

		2a-Var-3		44		4.13		C

		1a-Var-3		44		4.04		C

		1b-Var-3		44		3.93		C

		2b-Var-3		44		3.72		C

		Duncan test at 5% on Factor Product Attribute crust-AR-roasty

		Compared values		Range value

		2		0.6

		3		0.64

		4		0.66

		5		0.67

		6		0.69

		7		0.7

		Analysis: Attribute crust-AR-malty

		Analysis of variance

		Sources of variation		D.F.		S.S.		M.S.		Comp. F		Proba.

		Product		6		18.73		3.12		1.58		0.1537

		Residuals		301		596.33		1.98

		Total		307		615.06

		Analysis: Attribute crust-FL-roasty

		Analysis of variance

		Sources of variation		D.F.		S.S.		M.S.		Comp. F		Proba.

		Product		6		340.03		56.67		26.19		<0,0001 ***

		Residuals		301		651.41		2.16

		Total		307		991.44

		*   significant at 5 %

		**  significant at 1 %

		*** significant at 0,1 %

		L.S.D. at 5% on Factor Product Attribute crust-FL-roasty

		The difference between levels with same letter is not significant

		L.S.D.:    0,61

		Comparison

		Level		Size		Mean		Groups

		2a-Var-1		44		6.44		A

		2a-Var-2		44		5.02		B

		2a-Var-4		44		4.92		B

		1b-Var-3		44		3.65		C

		1a-Var-3		44		3.64		C

		2a-Var-3		44		3.56		C

		2b-Var-3		44		3.36		C

		Duncan test at 5% on Factor Product Attribute crust-FL-roasty

		Compared values		Range value

		2		0.61

		3		0.65

		4		0.67

		5		0.69

		6		0.7

		7		0.71

		Analysis: Attribute crust-FL-malty

		Analysis of variance

		Sources of variation		D.F.		S.S.		M.S.		Comp. F		Proba.

		Product		6		41.35		6.89		2.59		0,0185   *

		Residuals		301		801.48		2.66

		Total		307		842.84

		*   significant at 5 %

		**  significant at 1 %

		*** significant at 0,1 %

		L.S.D. at 5% on Factor Product Attribute crust-FL-malty

		The difference between levels with same letter is not significant

		L.S.D.:    0,68

		Comparison

		Level		Size		Mean		Groups

		2a-Var-3		44		4.49		A

		2a-Var-2		44		4.44		A

		1b-Var-3		44		4.42		A

		1a-Var-3		44		4.1		A

		2b-Var-3		44		4.06		A

		2a-Var-4		44		4.01		AB

		2a-Var-1		44		3.35		B

		Duncan test at 5% on Factor Product Attribute crust-FL-malty

		Compared values		Range value

		2		0.68

		3		0.72

		4		0.74

		5		0.76

		6		0.77

		7		0.79

		Analysis: Attribute crust-FL-bitter

		Analysis of variance

		Sources of variation		D.F.		S.S.		M.S.		Comp. F		Proba.

		Product		6		284.16		47.36		15.77		<0,0001 ***

		Residuals		301		904.11		3

		Total		307		1188.27

		*   significant at 5 %

		**  significant at 1 %

		*** significant at 0,1 %

		L.S.D. at 5% on Factor Product Attribute crust-FL-bitter

		The difference between levels with same letter is not significant

		L.S.D.:    0,72

		Comparison

		Level		Size		Mean		Groups

		2a-Var-1		44		5.26		A

		2a-Var-4		44		3.45		B

		2a-Var-2		44		3.18		BC

		1b-Var-3		44		2.72		BCD

		2b-Var-3		44		2.46		CD

		1a-Var-3		44		2.38		D

		2a-Var-3		44		2.34		D

		Duncan test at 5% on Factor Product Attribute crust-FL-bitter

		Compared values		Range value

		2		0.72

		3		0.76

		4		0.79

		5		0.81

		6		0.82

		7		0.83

		Summary Factor: Product L.S.D. at 5%

		Analysis		Paragon 
compost:yes
innocul.:yes		Zebra
compost:yes
innocul.:yes		Monsun
compost:yes
innocul.: no		Monsun
compost:no
innocul.:no		Monsun
compost:yes
innocul.:yes		Monsun
compost:no
innocul.:yes		Fasan
compost:yes
innocul.:yes		Comp. F		Proba.		F. Judge

		AR-overall		5.74		5.43		5.31		5.48		5.71		5.54		5.49		1.02		0.7008

				!		!		!		!		!		!		!

		AR-wheat germ		3.85		4.14		4.01		3.78		4.7		4.18		4.19		3.95		0.0476

				B		AB		B		B		A		AB		AB				*

		AR-yeasty		3.53		3.75		3.73		3.84		4.05		3.68		3.77		1.12		0.856

				!		!		!		!		!		!		!

		AR-Cereal		5.22		5.06		4.83		4.76		5.32		4.91		5.29		2.31		0.333

				!		!		!		!		!		!		!

		AR-sour		4.34		3.85		3.99		3.93		3.85		4.09		3.79		1.6		0.7258

				!		!		!		!		!		!		!

		AP-crust-colour		6.61		5.98		3.93		3.75		3.33		3.07		5.89		93.23		<0,0001

				A		B		C		CD		DE		E		B				***

		AP-crust-surfac		4.19		4.08		4.24		3.59		3.25		3.79		3.59		5.94		0.0266

				A		A		A		AB		B		AB		AB				*

		AP-crumb-colour		5.26		4.63		5.19		4.9		4.79		5.16		3.59		14.74		<0,0001

				A		B		AB		AB		AB		AB		C				***

		AP-crumb-pores		6.51		5.29		3.05		3.07		3.07		3.05		5.59		100.33		<0,0001

				A		B		C		C		C		C		B				***

		AP-crumb-struct		6.4		5.11		3.54		3.4		3.51		3.65		5.64		66.89		<0,0001

				A		B		C		C		C		C		B				***

		T-hand-firm		2.19		3.7		6.76		6.79		6.31		6.53		3.12		171.82		<0,0001

				E		C		AB		A		B		AB		D				***

		T-hand-elastic		4.8		5.47		4.84		4.97		4.9		4.94		5.49		3.73		0.2913

				!		!		!		!		!		!		!

		T-mouth-firm		2.57		3.51		5.62		5.92		5.55		6.11		3.41		92.75		<0,0001

				C		B		A		A		A		A		B				***

		T-mouth-dry		5.42		4.79		3.88		3.81		3.66		3.4		5.06		27.16		<0,0001

				A		B		C		C		C		C		AB				***

		T-mouth-sticky		6.17		5.41		4.3		4.77		4.31		4.26		5.52		24.65		<0,0001

				A		B		C		C		C		C		B				***

		T-mouth-grainy		4.33		3.94		4.92		4.56		4.71		4.86		4.09		6.31		0.0217

				ABC		C		A		ABC		AB		A		BC				*

		FL-overall		5.07		5.15		5.25		5.1		5.28		5.29		5.34		0.46		0.9428

				!		!		!		!		!		!		!

		FL-cereal		5		5.25		5.31		4.93		5.21		5.1		5.07		0.84		0.8813

				!		!		!		!		!		!		!

		FL-sweet		3.4		4.01		3.61		3.24		3.72		3.56		4.25		5.35		0.0218

				BC		AB		BC		C		ABC		BC		A				*

		FL-malty		2.82		2.97		2.7		2.58		2.96		2.48		3.03		2		0.4032

				!		!		!		!		!		!		!

		FL-yeasty		3.34		3.3		3.05		3.27		2.94		3.23		3.02		1.06		0.8855

				!		!		!		!		!		!		!

		FL-sour		3.98		3.56		4.02		4.05		3.83		4.18		3.57		2.57		0.3867

				!		!		!		!		!		!		!

		FL-bitter		2.67		2.14		2.33		2.61		2.14		2.61		1.99		3.31		0.4174

				!		!		!		!		!		!		!

		FL-off-flavour		1.98		1.44		2.01		2.44		1.74		2.22		0.94		11.11		0.0005

				ABC		CD		ABC		A		BC		AB		D				***

		AT-overall		4.44		4.71		4.61		4.42		4.34		4.49		4.82		1.28		0.6099

				!		!		!		!		!		!		!

		AT-cereal		4.03		3.72		4.06		3.63		3.95		3.71		3.87		1.24		0.7758

				!		!		!		!		!		!		!

		AT-sweet		3.24		3.64		2.8		2.74		3.14		2.88		3.64		6.29		0.0398

				AB		A		B		B		AB		B		A				*

		AT-yeasty		2.7		2.69		2.45		2.72		2.51		2.53		2.45		0.61		0.9414

				!		!		!		!		!		!		!

		AT-sour		2.95		2.66		3.38		3.43		3.19		3.2		3.22		3.06		0.3235

				!		!		!		!		!		!		!

		AF-allocating		4.38		4.36		4.46		4.69		4.21		4.09		3.89		2.99		0.3433

				!		!		!		!		!		!		!

		crust-AR-roasty		6.55		5.7		4.04		3.93		4.13		3.72		5.61		54.73		<0,0001

				A		B		C		C		C		C		B				***

		crust-AR-malty		4.07		4.59		4.4		4.6		4.68		4.68		4.09		3.12		0.1537

				!		!		!		!		!		!		!

		crust-FL-roasty		6.44		5.02		3.64		3.65		3.56		3.36		4.92		56.67		<0,0001

				A		B		C		C		C		C		B				***

		crust-FL-malty		3.35		4.44		4.1		4.42		4.49		4.06		4.01		6.89		0.0185

				B		A		A		A		A		A		AB				*

		crust-FL-bitter		5.26		3.18		2.38		2.72		2.34		2.46		3.45		47.36		<0,0001

				A		BC		D		BCD		D		CD		B				***

		*   significant at 5 %

		**  significant at 1 %

		*** significant at 0,1 %

		! test not computed

		Analysis  (*1)		Paragon 
compost:yes
innocul.:yes		Zebra
compost:yes
innocul.:yes		Monsun
compost:yes
innocul.: no		Monsun
compost:no
innocul.:no		Monsun
compost:yes
innocul.:yes		Monsun
compost:no
innocul.:yes		Fasan
compost:yes
innocul.:yes		Comp. F		Proba.

		poresize		6.51		5.29		3.05		3.07		3.07		3.05		5.59		100.33		<0,0001

		group (*2)		A		B		C		C		C		C		B				***

		firmness (hand)		2.19		3.7		6.76		6.79		6.31		6.53		3.12		171.82		<0,0001

		group		E		C		AB		A		B		AB		D				***

		firmness (mouth)		2.57		3.51		5.62		5.92		5.55		6.11		3.41		92.75		<0,0001

		group		C		B		A		A		A		A		B				***

		dry (mouth)		5.42		4.79		3.88		3.81		3.66		3.4		5.06		27.16		<0,0001

		group		A		B		C		C		C		C		AB				***

		sticky (mouth)		6.17		5.41		4.3		4.77		4.31		4.26		5.52		24.65		<0,0001

		group		A		B		C		C		C		C		B				***

		grainy (mouth)		4.33		3.94		4.92		4.56		4.71		4.86		4.09		6.31		0.0217

		group		ABC		C		A		ABC		AB		A		BC				*

		Summary Factor: Product L.S.D. at 5%								*   significant at 5 %/** significant at 1 % /*** significant at 0,1 %

		*1: analysis of variance FIZZ-sensory software; mean (size 44 - 11 panelists x 4 field replicates)

		*2: group: the difference between levels with same letter is not signficant.

		Table 1: Analysis of variance texture-attributes wholemeal-bread





Spider

		Aroma overall		Aroma overall		Aroma overall		Aroma overall		Aroma overall		Aroma overall		Aroma overall

		Aroma wheat germ		Aroma wheat germ		Aroma wheat germ		Aroma wheat germ		Aroma wheat germ		Aroma wheat germ		Aroma wheat germ

		Aroma yeasty		Aroma yeasty		Aroma yeasty		Aroma yeasty		Aroma yeasty		Aroma yeasty		Aroma yeasty

		Aroma cereals		Aroma cereals		Aroma cereals		Aroma cereals		Aroma cereals		Aroma cereals		Aroma cereals

		Aroma sourly		Aroma sourly		Aroma sourly		Aroma sourly		Aroma sourly		Aroma sourly		Aroma sourly

		Appearance colour crust		Appearance colour crust		Appearance colour crust		Appearance colour crust		Appearance colour crust		Appearance colour crust		Appearance colour crust

		Appearance wavy surfache		Appearance wavy surfache		Appearance wavy surfache		Appearance wavy surfache		Appearance wavy surfache		Appearance wavy surfache		Appearance wavy surfache

		Appearance colour crumb		Appearance colour crumb		Appearance colour crumb		Appearance colour crumb		Appearance colour crumb		Appearance colour crumb		Appearance colour crumb

		Appearance pore size		Appearance pore size		Appearance pore size		Appearance pore size		Appearance pore size		Appearance pore size		Appearance pore size

		Appearance smooth		Appearance smooth		Appearance smooth		Appearance smooth		Appearance smooth		Appearance smooth		Appearance smooth

		Texture/hand firm		Texture/hand firm		Texture/hand firm		Texture/hand firm		Texture/hand firm		Texture/hand firm		Texture/hand firm

		Texture/hand elastic		Texture/hand elastic		Texture/hand elastic		Texture/hand elastic		Texture/hand elastic		Texture/hand elastic		Texture/hand elastic

		Texture/mouth firm		Texture/mouth firm		Texture/mouth firm		Texture/mouth firm		Texture/mouth firm		Texture/mouth firm		Texture/mouth firm

		Texture/mouth dry		Texture/mouth dry		Texture/mouth dry		Texture/mouth dry		Texture/mouth dry		Texture/mouth dry		Texture/mouth dry

		Texture/mouth sticky		Texture/mouth sticky		Texture/mouth sticky		Texture/mouth sticky		Texture/mouth sticky		Texture/mouth sticky		Texture/mouth sticky

		Texture/mouth grainy		Texture/mouth grainy		Texture/mouth grainy		Texture/mouth grainy		Texture/mouth grainy		Texture/mouth grainy		Texture/mouth grainy

		Flavour overall		Flavour overall		Flavour overall		Flavour overall		Flavour overall		Flavour overall		Flavour overall

		Flavour Cereal		Flavour Cereal		Flavour Cereal		Flavour Cereal		Flavour Cereal		Flavour Cereal		Flavour Cereal

		Flavour sweet		Flavour sweet		Flavour sweet		Flavour sweet		Flavour sweet		Flavour sweet		Flavour sweet

		Flavour malty		Flavour malty		Flavour malty		Flavour malty		Flavour malty		Flavour malty		Flavour malty

		Flavour yeasty		Flavour yeasty		Flavour yeasty		Flavour yeasty		Flavour yeasty		Flavour yeasty		Flavour yeasty

		Flavour sour		Flavour sour		Flavour sour		Flavour sour		Flavour sour		Flavour sour		Flavour sour

		Flavour bitter		Flavour bitter		Flavour bitter		Flavour bitter		Flavour bitter		Flavour bitter		Flavour bitter

		Off-Flavour		Off-Flavour		Off-Flavour		Off-Flavour		Off-Flavour		Off-Flavour		Off-Flavour

		Aftertaste overall		Aftertaste overall		Aftertaste overall		Aftertaste overall		Aftertaste overall		Aftertaste overall		Aftertaste overall

		Aftertaste Cereal		Aftertaste Cereal		Aftertaste Cereal		Aftertaste Cereal		Aftertaste Cereal		Aftertaste Cereal		Aftertaste Cereal

		Aftertaste sweet		Aftertaste sweet		Aftertaste sweet		Aftertaste sweet		Aftertaste sweet		Aftertaste sweet		Aftertaste sweet

		Aftertaste yeasty		Aftertaste yeasty		Aftertaste yeasty		Aftertaste yeasty		Aftertaste yeasty		Aftertaste yeasty		Aftertaste yeasty

		Aftertaste sour		Aftertaste sour		Aftertaste sour		Aftertaste sour		Aftertaste sour		Aftertaste sour		Aftertaste sour

		Afterfeeling allocating		Afterfeeling allocating		Afterfeeling allocating		Afterfeeling allocating		Afterfeeling allocating		Afterfeeling allocating		Afterfeeling allocating

		Crust Aroma roasty		Crust Aroma roasty		Crust Aroma roasty		Crust Aroma roasty		Crust Aroma roasty		Crust Aroma roasty		Crust Aroma roasty

		Crust Aroma malty		Crust Aroma malty		Crust Aroma malty		Crust Aroma malty		Crust Aroma malty		Crust Aroma malty		Crust Aroma malty

		Crust Flavour roasty		Crust Flavour roasty		Crust Flavour roasty		Crust Flavour roasty		Crust Flavour roasty		Crust Flavour roasty		Crust Flavour roasty

		Crust Flavour malty		Crust Flavour malty		Crust Flavour malty		Crust Flavour malty		Crust Flavour malty		Crust Flavour malty		Crust Flavour malty

		Crust Flavour bitter		Crust Flavour bitter		Crust Flavour bitter		Crust Flavour bitter		Crust Flavour bitter		Crust Flavour bitter		Crust Flavour bitter



Paragon/Rhizobia inn./compost

Zebra/Rhizobia inn./compost

Monsun/no innoc./compost

Monsun/no innoc./no compost

Monsum/Rhizobia inn./compost

Monsun/Rhizobia inn../no compost

Fasan/Rhizobia inn./compost

5.7395454545

5.4347727273

5.3079545455

5.4818181818

5.7109090909

5.5370454545

5.4879545455

3.8536363636

4.1440909091

4.0090909091

3.7820454545

4.6963636364

4.1768181818

4.1911363636

3.5284090909

3.7534090909

3.735

3.8372727273

4.0520454545

3.6756818182

3.7656818182

5.2240909091

5.0584090909

4.8313636364

4.7556818182

5.3222727273

4.9111363636

5.2875

4.3425

3.8495454545

3.9865909091

3.9334090909

3.8515909091

4.095

3.7861363636

6.6109090909

5.9768181818

3.9252272727

3.7472727273

3.33

3.0702272727

5.8868181818

4.1911363636

4.0827272727

4.2402272727

3.5877272727

3.2543181818

3.7943181818

3.5918181818

5.2568181818

4.6268181818

5.1934090909

4.8988636364

4.7925

5.1647727273

3.5856818182

6.5127272727

5.2875

3.0456818182

3.0661363636

3.0722727273

3.0497727273

5.5943181818

6.3981818182

5.1054545455

3.5365909091

3.3954545455

3.5079545455

3.6470454545

5.6413636364

2.1947727273

3.7043181818

6.7643181818

6.7909090909

6.3081818182

6.5290909091

3.1193181818

4.8047727273

5.4675

4.8354545455

4.9745454545

4.9009090909

4.9438636364

5.4859090909

2.5690909091

3.5079545455

5.6168181818

5.9195454545

5.5452272727

6.1056818182

3.4056818182

5.4184090909

4.7945454545

3.8781818182

3.8127272727

3.6552272727

3.4036363636

5.0584090909

6.1670454545

5.4061363636

4.2954545455

4.7720454545

4.3056818182

4.2647727273

5.5227272727

4.3322727273

3.9436363636

4.9193181818

4.5634090909

4.7086363636

4.8640909091

4.0909090909

5.0706818182

5.1545454545

5.2486363636

5.1034090909

5.2752272727

5.2915909091

5.3365909091

4.995

5.2486363636

5.3079545455

4.9295454545

5.2118181818

5.0952272727

5.0706818182

3.4036363636

4.0111363636

3.6081818182

3.2379545455

3.7165909091

3.5611363636

4.2525

2.8206818182

2.9659090909

2.7

2.5772727273

2.9638636364

2.475

3.0313636364

3.3422727273

3.2972727273

3.0538636364

3.2665909091

2.9434090909

3.2277272727

3.0231818182

3.9763636364

3.5570454545

4.0193181818

4.0479545455

3.8270454545

4.1809090909

3.5693181818

2.6693181818

2.1436363636

2.3256818182

2.6079545455

2.1395454545

2.6120454545

1.9943181818

1.98

1.4440909091

2.0065909091

2.4381818182

1.7406818182

2.2193181818

0.945

4.4427272727

4.7147727273

4.6063636364

4.4222727273

4.3425

4.4897727273

4.815

4.0295454545

3.7186363636

4.0602272727

3.6347727273

3.9497727273

3.7104545455

3.87

3.2379545455

3.6429545455

2.7961363636

2.7409090909

3.1438636364

2.8820454545

3.6429545455

2.6979545455

2.6877272727

2.4545454545

2.7163636364

2.5077272727

2.5302272727

2.4545454545

2.9536363636

2.6611363636

3.3770454545

3.4302272727

3.1868181818

3.2031818182

3.2215909091

4.3813636364

4.3568181818

4.4611363636

4.6902272727

4.2054545455

4.0888636364

3.8925

6.5454545455

5.7006818182

4.0397727273

3.9293181818

4.1256818182

3.7206818182

5.6065909091

4.0704545455

4.5940909091

4.4018181818

4.6002272727

4.6779545455

4.6820454545

4.0888636364

6.4411363636

5.0175

3.6429545455

3.6531818182

3.5611363636

3.3586363636

4.9172727273

3.3484090909

4.4427272727

4.1011363636

4.4181818182

4.4897727273

4.0643181818

4.0131818182

5.265

3.1827272727

2.3829545455

2.7245454545

2.34

2.4586363636

3.4486363636



baking data

		

		Field 
repet.		variety: Paragon
Rhizobia innoculum
compost fertilis.		variety: Zebra
Rhizobia innoculum
compost fertilis.		variety: Monsun
no innoculum
compost fertilis.		variety: Monsun
no innoculum
no compost fertilis.		variety: Monsun
Rhizobia innoculum
compost		variety: Monsun
Rhizobia innoculum
no compost		variety: Fasan
Rhizobia innoculum
compost

		A		- dough soft,
  elastic, good rising
  quality
- rising quality in oven
  too high
- form of bread: flat		- dough too soft
- needs more water 
  (206 ml)
- good rising quality in 
  oven
- form of bread: 
  slightly vaulty
- few fissured/side 
  surface		- rising quality dough
  less good
- dough firm, less 
  rising qualties,
  jejune
- form of bread: flat		- less rising quality
  dough 
- doug firm
- form of bread: flat
- few fissured /side
  surface		- good rising quality of
  dough, no rising in
  oven
- dough very firm
- form of bread: flat,
- surface matt		- dough too dry,
  needs more water
  (206 ml)
- dough soft
  very sticky
- no rising in oven
- form of bread: very 
  flat		- dough stringy,
  soft, very sticky
- rising quality o.k.
- form of bread: less 
  vaulty, few fissured /
  surface

		B		- dough soft
  elastic, good rising
  quality
- good rising quality 
  of dough
- high rising in oven
- form of bread: 
  slightly vaulty		- dough soft,
  sticky
- good rising quality
  in oven
- form of bread: vaulty		- dough too dry,
  more water needed
  (202 ml)
- dough firm
- less rising qualty 
- form of bread: flat		- dough too dry, 
  more water needed
- dough elastic,
  less rising quality
- no rising in oven
- form of bread: very
  flat		- dough firm, dry
- less rising quality
  of dough
- less rising quality in
  oven
- form of bread: flat		- dough too dry,
  more water needed
  (202 ml)
- dough firm
- rising quality dough
  and in oven not good
- form of bread: flat		- dough soft, too dry
- form of bread: flat
- too high rising of
  bread in oven

		C		- dough soft,
  elastic
- good rising quality
  of dough and in oven
- form of bread:vaulty		- dough 
  sticky, firm
- good rising quality
  in oven
- form of bread: 
  slightly vaulty		- dough firm, 
 - no good rising
   quality
- form of bread: flat		- dough firm, dry
- less rising quality 
  of dough and in oven
- form of bread: flat		- dough firm, dry
- good rising quality
- less rising quality in
  oven
- form of bread: very
  flat		- dough very dry,
  water added
  (210 ml)
- less rising quality of
  dough and in oven
- form of bread: flat
  surface fissured		- dough soft, 
  sticky, too dry 
  (water added 202 ml)
- rising quality of 
  dough and in oven
  too high
- form of bread: flat
  surface fissured

		D		- dough very dry
  (water aded,226 ml)
  soft, sticky
- good rising quality
  of dough and in oven
- form of bread: vaulty		- dough firm,
  sticky
- good rising qualities
- form of bread: 
  slightly vaulty		- dough firm, dry
- less rising qualities
- form of bread: flat		- dough firm, dry
   elastic
- less rising qualities
- form of bread: flat		- dough firm
- good rising quality
- less rising quality
  in oven
- form of bread: flat		- dough firm
- less rising qualities
- form of bread: flat		- dough dry, water
  added (202 ml)
- dough very soft,
  sticky
- too high rising of 
  dough and of bread 
  in oven
- form of bread: flat






